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ATGGTGCTCT 
GCAGCOGCPC 
GAGOCTOGG* 
GOGGGGCCGG 
OQQCTGQGGC 
IGI IOGGCAX 
AOGmOQGCT 
GGTAGGTTCT 
GCGTCTTCAC 
GCTCTTOGAT 
GOCTCTCTAC 
CATAGCAGGC 

ggaciggtca 
gctooctttc 
cattgagggt 
acttagogac 
oggktoctoc 
tcaattttoc 

ATAGCACTTC 
ACATGTAAAT 
TCTOCATTOG 
GCAGATTATC 
TTTCTTCATT 
GGGGGCTCAT 
A l I POCA TTA 
CPOOCAAGCA 
TTCQOOCACC 
GTOGCATTCT 
TTG1TTTATC 
GCACFGGAAA 
CTGTCAAGTT 
A (SBQ ID 



CCCAGGAGGA 
GQOQQCGCGC 
CAGGOOOGAG 
CGACGGOGGA 
TGGCTGGTGA 
CTAGAAOQCT 
CCAAAGAGGA 
CTOOC A TOG 
AGAOCTATTT 
I IGI1GGGCT 
CTTAOCTATG 
TTCATTOGTC 
ATGOCATTCT 
CTTTTAAGGG 
GGPCTG CATC 
CTCTTOCTAC 
CTCTTTTOCA 
GAICI VCAAG 
CACTTTTTOG 
GAAAG ATTTC 
CGTCACTTCA 
TGQLIGGTCT 
GG TCTGOTG T 
TOCTGTCTGC 
TGGCTOOCAT 
ATTGGATTFC 
CATTCCAGGG 
AOCPOGCTGG 
GOGTGGATOC 
AGAAAAGATC 
CATCPQGAAT 
NO: 1) 



GOOGC^CTDC 
OCAOGGGGGC 
GOGGLIGTCG 
GGGCCATCAG 
7GCPGGGGGC 
TOGGGGGTGC 
TCAGAA GATG 
G GATGAT TTT 
G GTTCTP OGGA 
CATCTCCAGT 
GAATCATATT 
ATTTTGGGAC 
CACTGCTGGC 
MCf GATTGA 
TTCATCTTTG 
GAGTACCAAA 
GGAAAAAGTT 
GTGACAGCTT 

ataci i rcrc 

AAGATGAAAA 
GGAGTTGGAC 
GAAGAAGGTT 
GCATGATCAT 
CTCATCATCG 
AGGCTTTGAG 
TGGPCGGATT 
TTACrnQGTG 
AGTCGCTOGC 
ATAGTAAGAA 
GAGAAAATGT 
GTTCAAGAAA 
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GOGGGGGGCA 
CECTGOGGOG 
AGAAGGTGGA 
GCCGCOGAAC 
CATGTGOTGC 
IU ICGIGIL 
GTCTTTAAGA 
CI I I nGCTGC 
AAACAGC7GT 
ILI I I IGIAA 
TCGCTGOGGC 
ACTATTTCAA 
AGCAGTXjTCI 
CAGCGTGQGC 

TTCTcmncr 

GATAAAGAGA 
CAGTOCTOCA 
ATGCAGTGTG 
CCTTAIGI IC 
AAATA AAGAG 
GACTGCTC1 I 
TA TCTACAGG 
TCCTCTGTGT 

GTcrcmoGA 

TTAGI PGGTG 
CATCTCTATA 
AGAAACTGGG 
CTTATTGGAG 
GCAAAGAGAG 
TGGAAAAGCA 
GAATCTGACT 



GGAGCGAGGC 
OOOGGOGOSG 
GGTGGAGCTG 
GCX300GAGGG 
AAGQGGTOGG 
CATOCIGGAA 
CAGCAGCATG 
GCAATAGTCA 
GGTOGGTGCT 
GTTCCATGGA 
TOCTOOTTG 
GAAGOGOOT 
TCACAATOCT 
CTCTTTTACA 
GGCTGGCTTT 
GTGGAGGTAG 
AAAAAAATTT 
GGCAGTTOGA 
ACT7GCTGAA 
GTTCTTCTCA 
TOGOOGGATT 
TACTCTGCTT 
AGCATCTTTG 
TGGATOCTTC 
CGCAGGATCT 
GGGATCACTG 
CTCCTATCAT 
GTGCIGTGCT 
ATCAGTAAAA 
GAAOCTCTG 
CTATTATTTA 
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FEATURES: 
Start codon: 
Stop Godon: 



1 

1549 
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HOMOLOGOUS PROTONS: 
TOP BLAST Hits: 
Top 10 BLAST Hits: 
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sequences producing significant alignments: 



62000057354769 /a!tid=gi 
18000004921871 /a"ltid=gi 
18000004921870 /a1tid=gi 
18000005134802 /a"ltid=gi 



14090278 /def=dM I BAB55595 . 1 CAB0. 
5730045 /def=nfif|NP_006508.1 0*L- 
7513431 /def=pir| (138495 X-linked . 
6677997 /def=ref |NP_033223.1 OM_. 



163000000492387 /al ti d=gi 1 8923981 /def=nef| NP_061063 .11 (NM. . . 
224000009228679 /alticfcgi 117389922 /def=gb|AAHl7968.1 AAH17. . . 
89000000201355 /altid=gi| 7299667 /def=gblMF54851. 1| (AE003... 
224000007378350 /alticfegi 1 16768034 /defc=gb|AAL28236. 1 (AVO. . . 
18000005086356 /altid=gi 17449989 /defHrirl | JC5507 monocarbo... 
18000005075554 /altid=gi 1 6226943 /def=sp|Q90632|M3T3_CHICK ... 



Score E 
(bits) value 

874 0.0 

527 e-148 

527 e-148 

516 e-144 

402 e-110 

399 e-109 

353 le-95 

353 le-95 

189 2e-46 

188 4e-46 



CRA Nuttier 



CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 
CRA 



76000044050113 

1000600799987 

160000129712648 

58000099006260 

32000087643803 

157000141043600 

160000129843301 

105000016327758 

330000005235303 

3000001439560 

1000684940123 

1000610791502 

3000001441088 

160000129872523 

162000043366421 

3000000874607 

225000013398008 



gi Nuntoer score 



91 
91 
91 
91 
91 
91 

?ri 

91 
91 
91 
91 
91 
91 
91 
91 



Expect 

14568965 1265 bits (638) 0.0 

6359768 1170 bits (590) 0.0 

13709362 1063 bits (536) 0.0 

12788094 1049 bits (529) 0.0 

10813242 1017 bits (513) 0.0 

13460082 973 bits (491) 0.0 

13720697 902 bits (455) 0.0 

11084182 680 bits (343) 0.0 

6989741 551 bits (278) le-154 

1166011 547 bits (276) le-153 

6569405 486 bits (245) le-134 

5933739 486 bits (245) le-134 

1164256 462 bits (233) le-127 

13723263 410 bits (207) le-112 

10877364 234 bits (118) 8e-59 

2994619 218 bits (110) 5e-54 

18086759 208 bits (105) 4e-51 



EXPRESSION INFORMATION FOR MODULATORY USE: 

library source: 

gi Nidber organ 



91 
91 

91 
91 
91 
91 
91 
91 

91 
91 
91 
91 
91 



14568965 

6359768 

13709362 

12788094 

10813242 

13460082 

13720697 

11084182 

6989741 

1166011 

6569405 

5933739 

1164256 

13723263 

10877364 

2994619 

18086759 



lung 

(none) 

(none) 

brain 

(none) 

prostate 

(none) 

ovary 

(none) 

placenta 

(none) 

thymus, pooled 

placenta 

(none) 

colon 

pooled 

Pancreas 



Tissue Type 

small cell carcinoma 

liver 

(none) 

neuroblastoma cells 

pooled germ cell tumors 

adenocarcinoma 

(none) 

fibrotheoma 

(none) 

(none) 

pooled germ cell tutors 

(none) 

(none) 

(none) 

(none) 

(none) 

islets of Langerhans 
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1 MVLSQEEPD5 ARGT5EAQPL OWTCAAPP PGPGPSDSPE AAVEKVEVEL 
51 AS>ATAEPHE PPEPPBQQWG WLVMUVVNWC NGSVFGTQNA GGVLFVSMLE 
101 TPGSKDODKM VFKTAAWVGS LSMMFFOC PTVSVFTDLF GCRKTAVVGA 
151 AVGFUOMSS SFVSSIEPLY LTVGETFAOG CSFAYQPSLV ILQ-fYFKKRL 
201 GLVNGJVVAG SSVFTILLPL LLRVLIDSVG LFYTLKVLCI FWFVLFLAGF 
251 TVRPLATSTK DKESGGSGSS LF5RKKFSPP KKIFNFAIFK VTAYAVWAVG 
301 IPLALFGYFV PWHLNKHVN ERRPEKNKE WLMCIGVTS GUGRLLFGRI 
351 ADYVPGVKKV YLXM-SFFFI OMSNMIPLC SIFGALIAVC LIMGLFDGCF 
401 ISimPIAFE LVGAQfVSQ^ IGFLLGFMSI PMTVQ'PIAG LLRDKLGSYD 
451 VAFYLAGVPP LIGGAVLCFI PWTHSKKQRE ISKTTGKEKM EKMLENQJMSL 
501 LSSSSGMFKK ESDSU (SEQ ID NO: 2) 
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FEATURES: 

Functional domains and key regions: 
PDOCD0001 PS00001 ASNJC3.YG0SYLATI0N 
N-glycosylation site 

81-84 NGSV 

PDOC00002 PS00002 (iYQOSAMINCJGLYCAN 
Gl ycosami nogl yean attachnent site 
340-343 SGVG 

PDOO00004 PS000O4 CANPJHOSPHCLSTTE 

camp- and cOP-dependent protein kinase phosphorylation site 
Nurber of matches: 2 

1 275-278 KKFS 

2 5(»-512 KKES 

PDOG00005 PS00005 PKCLPHDSPHQ^XTE 
protein kinase c phosphorylation site 
Nunfcer of matches: 7 

1 10-12 SAR 

2 234-236 TLR 

3 251-253 TYR 

4 258-260 STK 

5 273-275 SRK 

6 475-477 SKK 

7 485-487 TCK 

POOCD0006 PS00006 OGLPH0SPHCLSTTE 
casein kinase n phosphorylation site 
Number of matches: 6 

1 4-7 SQEE 

2 97-100 SMLE 

3 104-107 SKDD 

4 164-167 SSIE 

5 258-261 STKD 

6 485-488 TCKE 

POOO00008 PS00008 MYRISTYL 
N-nryristoylation site 
Ntnfcer or matches: 15 



1 


13-18 


GTSEAQ 


2 


82-87 


GSVRH 


3 


141-146 


GCRKTA 


4 


149-154 


GAAVGF 


5 


156-161 


GLMSSS 


6 


174-179 


GUFfiC 


7 


180-185 


gcsbvy 


8 


201-206 


GLVNGI 


9 


230-235 


GLFYTL 


10 


265-270 


QGSGSS 


n 


300-305 


GTPLAL 


12 


337-342 


GVTSGV 


13 


384-389 


GALIAV 


14 


394-399 


GLFDGC 


15 


464-469 


GftVLCF 
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PDOC00013 PS00013 PRCXARJ1POPROTEIN 

Prokaryotic menbrane lipoprotein lipid attachment site 
169-179 LYLTVGHFAC 

PDOO00029 PS00029 LEUCENE-ZIPPER 
Leucine zipper pattern 

365-386 LSFFFEOMSMVttPLCSIPQM. 

PDOC0024O PS00267 TACHYKININ 

Tachykinin family signature 
Nuiber of matches: 2 

1 154-158 FVGLM 

2 369-373 FIOM 



Merribrane spanning structure and domains: 
Helix Begin Era score certainity 



1 67 87 1.683 Certain 

2 117 137 2.220 Certain 

3 146 166 1.923 Certain 

4 169 189 1.494 Certain 

5 202 222 1.761 Certain 

6 232 2S2 1.893 certain 

7 291 311 1.874 certain 

8 330 350 0.801 Putative 

9 364 384 2.458 Certain 

10 387 407 1.707 Certain 

11 419 439 1.966 Certain 

12 453 473 1.826 Certain 



BLAST Alignment to Top Hit: 

>CRA| 62000057354769 /&ltid=gi 1 14090278 /defk&j | BAB55595.il CAB047324) 
TATl [Rattus norvegicus] /org=Rattus norvegicus 
/taxort=10116 /div=R0D /dataset=nraa /length=514 
Length = 514 

Score = 874 bits (2233), Expect = 0.0 

Identities = 435/517 (84*0, Positives = 463/517 (8990, Gaps = 3/517 (O© 
Frame = +1 

Query: 232 IWLSQEEPQSA-RGTSEAQPLGP^ 408 

MV S EEP -hA R T+EAQP (PAPf AP P PGPSD + 4VEKVEVEL + 
Sbjct: 1 MVPSLEB>AAAERETNEAQPP(yAPSra 58 

Query: 409 EPPEPPBGQa^ 588 

EPPEPPBGBO/LVMUVAM^ GVLFVSMLETFGfWDOD M FX AAWVG 

Sbjct: 59 EPPEPPBQQflm.WLAAMACNGSVra^ 117 

Query: 589 SLSMCMFFGCPlvsvro 768 

SL^OTOTOPIVSVTTDfro^ TYGf+FAC 
Sbjct: 118 SLSMMFRXPIV5\^ 177 

Query: 769 GCSFAYQPSLVILGHYTKKRLGLVNG^ 948 

GCSFAYCpSLVILGHYFKKRLGLVNGIVTAGSSVFT^ L +VGL YTLR+LC 

Sbjct: 178 GCSFAYtJpSLVILQ-cyFKKRLGLVNayrAGSSVFT^ 237 

Query: 949 ifmfvlragftyrf^tstkd^ 1128 

IFMFVLFLAGFTYRPL S+K+KES S SS FSR+K SPPKKIFNRA+FK TAYAVWA 
sbjct: 238 IFWFVLFLAGFTYRPLVPSSK^^ 297 

Query: 1129 gtpuupgyfvpyvhuw^ 1308 

GIPLALPGYFVPYVHLM HV ERFfD NKEVf MaGVT5<M3UJJ<3RIADr-fPG\^ 
Sbjct: 298 (ZPUUJ^GYFVFVVHLJV^^ 357 

Query: 1309 VYLqvL SFFFI GlMSMN^^ 1488 
VYLQASFFFIGL SWIIPLCSf R^LIAKl^^ CP SQ 

FIGURE 2B 
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Sbjct: 358 VYlJC^FFraGLTSMMIPLCSVF^^ 417 

Query: 1489 AIGFlXQWSimrvc3>f*D^^ 1668 

AIGFLLGFM5IPMTVGPP+AGLL DKLGSYD+AFYUVG+PP IGGAVLC IWIHSKKQR. 
Sbjct: 418 AIGFLLGFM5I FWTVGPPVAGLLHXLGSYDLAFYLAGI PPFIQGAVLO-EFWIHSKKQR 477 

Query: 1669 EESKrTWEWIEWILENQNSLLSSSSGMFKKESDSII 1779 

EISK 7G EKMEKML NQ+-SLLSSSSG+FKKESDSH 
SbjCt: 478 EISKNTGGH<MEKMLANQSSL LSSSSGTFKKESDSU 514 (SEQ ID NO : 4) 

rttmer search results (Pfam) : 

Model Description . , 

PF00664 ABC transporter transmembrane region. 
PF01027 uncharacterized protein family 
PFO0083 Sugar (and other) transporter 



Score E- value N 



4.2 
3.4 
2.0 



7.1 
7.6 
7.4 



1 
1 
1 



Parsed for domains: 

Model Domain sea-f sea-t hrrm-f hrrtrht 



PF00083 
PF01D27 
PF00664 



H 1 
VI 

VI 



11 
121 
165 



50 
177 
232 



184 
1 
1 



223 
59 
76 



score E- value 



E: 



2.0 
3.4 
4.2 



7.4 
7.6 
7.1 
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1 aatgggtatt ttgtagactg tocttcattg ggam igict aatctttttc 
51 tcatqgttag gcagggatta toggttttgg caggaagacc acagaggtaa 
101 agtagcattt tcatcaovtc atatogggga tacattatca tctagttcag 
151 ctactgtgtg ccattttttc caooctaaag ttatttcttc oxccacttx 

201 CCXTTTCCAT CCTATACTCT TTGGAAGAAA GTTACTAOQC ATAC CCACAC 
251 TTAAAG*CTA AACCATTCTA CrnCACrTOC ATGAGGGAGG GAGTATCTTC 
301 ATAAAGTATT TACATTTCCT GCAGGAGAGA TTTCTCTATT CTCTCCTCAT 
351 TATTTATTTA ATCATTTACT TACATCACTA CTGAC1CGIG GATAATTCTT 
401 ACAT A TCTCT ITCTTTgTOT GCATOCAAAT ATATAATCGA TCTGCTTTCT 
451 TTGCGGAATA ATATCTTCTC GACAACTTTC AAAGTCAATA AATAGAGATC 
501 ACOTCAGAA CTTTTAGAGG TTTTAAACTA AGTATCTAAT CAGTCTTCTA 
551 CCAATCTACA TTATACTTOC AAAI M t OCT TAT TTOCA AC AATACTGGGG 
601 TATCATCTTC ATACATACAT I I I1G1GCAC TTATCTGCCT AT TOCTTTC 1 
651 TTACTATTTT ACDCTCATTT CTAAGGGAGA TTACACTPGA GCTATCTTOC 
701 GGATTOGACA AGCAAGGAGG GCTTCCTTTC CTTAGTTTAT GCTATTTTC1 
751 CTAOCTGGAA TO C 1 L I 1 1 IC CTGTCTTGAC GCACTGAAGT OGTATC TATC 
801 AATCAGQQCT TOGGOCAAAG GCTOTTTOCT GTAGAQGCPC TTCTACAGTG 
851 TTTGGAGAGA ATTTAAGGGA CTATCTCATC TCTOCTTTT GTACATCTAT 
901 TATAACACAT CATCTGAGOC TCCTAGTCTC TO0GAGGACT CM 1 1 1 1 (XT 
951 AOCAGTTTAT CVACTGATAA GAGGCAGAAA CGAGATCAAT CGC ACTCATC 
1001 TCTGTACTCT ATCACACTGG TOQQCACATC AAGTAACTAG CATATTTTGA 
1051 CTTTGATTGA AGTGAAGAAT AOGAATAAGA GAAATTAAGA AGCATCCTCA 
U01 ATATTGCATA GCAGGTTACT U ICI 1 1 IU TTTAGATAGG ATGGGACTO C 
1151 ATCCTTCAQG GAGACAGAGG AGTTGAATAC AGGTTTTAGT I 1 1 10,11 IAA 
1201 AGTOAAAACG ACPCTGATCT AGTTCAAAAG TAATQOTTC TAGCTGTOG 
1251 TTAAAAATCT I PS1 fQGl HG AAGACTTCGG AATTOCAGTC C AGTGAG GAC 
1301 TGAAAATAAG CATCTTTOGT GTOOCAAATA TTCATAAGGA AATTGTATAC 
1351 GAATCCAAGA GAATOGAACT GAAGTAATAA AATAA GQGCT CTGATOCTTC 
1401 AGATGACTTA TTTAAGAAGC CAGGTGQCAT AAOGAATCTT AGATATTATA 
1451 ATTAGTACTG AGAGOTGAAT GGGAAAAGAT AAAACAAACA CAATOGAGAC 
1501 AATGTTAGTG TCACTGTGAC GLIGIGTGGG TCAGT7GAGG CTAAGGATOC 
1551 AGTGTOQCTC T0CTGAAGGC GCAGCGGGGC GGGACCTAGG AGAOQOQOOC 
1601 CTTCTGCTCA TQCTT7GAGG GQQQGTGAOC CAGACATCTG TCCCOCTCTC 
1651 TCAGCAGGAG GAGGGXCGT OQCAGAOGOG QGQGGAGAGA GGGTCTGG0G 
1701 CGGGGAGCTG GQQ00QC3GCG G0QCGQGQQG G00GQ0CT0C GCTCTQCGAG 
1751 GOOCAATOVT CTGGAGQCTG TGGGGGCACG TO00GCTCOC GGGCAOG00C 
1801 OCAGCOGGOG GGO0GO3GGG TCCTTTTAAG AAGCGGOQQC TGGGAGTGGG 
1851 CTCAGTCGQG GGTG0GGGGC TGTGAGCTAG AQGCTTCAGT GTOGATOOOC 
1901 GAGGTGTTCG GQGGCGQCAG CIGTOCFOQC GGGGGOCTGC GOQCTGGCCG 
1951 GCTGGGCGCT G0CAGO00QC COGGGOGOCA GGGGCTOOGC GGGGCTGGGC 
2001 TOGGGCTOCT TAGOOCGOCA GGAGCGOOGC AGCTOCTOOG GGAGOOQGCT 
2051 GGTAACTOQC GTOOCPOGOG CI ICTCGGGC GGCTGAGGGG GGCGOCTOGG 
2101 GOCATOGTOC TCTOOCAGGA GGAGQQGGAC TOQGOGOGGG GCACGAGQGA 
2151 GGCGCAGOOG CTGGGGGGGG CGOOCACGGG GGCGGOPOOG COG CCCGGC C 
2201 OGGGAGOCTC GGAGAGO00C GAGGOGGCTG TCGAGAAGGT GGAGGTQGAG 
2251 CTGGCGGGGC CGGCGAOOGC GGAGQCGCAT GAGO 00DQOG AACOCOOCGA 
2301 GQGQQQCTGG GGCTGGCTGG TGATGCTGGC GGOCAIGIGG 7GCAACGGGT 
2351 OGGTGTTOGG CATOCAGAAC GCTFGOGGGG TC CTCI iOb l GTXXATGCTG 
2401 GAAAOCTTOG GOPOCAAAGA C3GATGACAAG ATOGTCTTTA AGAGAGGTGA 
2451 GGOGOGGOGC GOGOQGAGGC CAGGOPGGGC GAGOOGOGTC GGGOGCCOGA 
2501 GOGCATOOOG CbTCTGGGCT GIGI'CTCOCT OOGAGIGIGC ATGTOGGTOG 
2551 GTOOCTGTGC CAGAGGGTGC GAGCAGGGGG GTCTTTOGAG TTGCAGACAG 
2601 AGGCTGOOGC TTCTGGGGOC TOGGGGTOOC CGICI 1 1 ATA TGGAATGCAG 
2651 CTGCAGAGCT GTGTGTTTOC AAGCAGGTOG CAGAACTTAC TTGGOGAGAT 
2701 CG1CUU.I I TOOOCTCAGC AGAGCAGAOG CTAAGAGPOC AGAGGAGGGC 
2751 I P0C1 I 1 1 A T IGI I IG AAAA GAAACAGAAC GGCAGAAGCT TCAAO00CAG 
2801 TCATOGCOCT GTCATTTTTC TOGTCIC1 1 1 OGTGAOATC OCAGTTATCT 
2851 AGTTCTTCAC CTGOCPOCCT GGGGQGCAGA GGGGTGTGCG TATGTTGGQG 
2901 GGGGGGGGGG TOGAGTTTGG AGGAATCAAA GAGATTTGTA OGAAGGTCAC 
2951 TGGAGTTOCA AAGGGGGGOC TOCAAGAGTC AOGOTTOOOT GCGTTOCQGT 
3001 CCCOCXDGOCr TTTTTTGOOC TOGGOTTAA ATCTAGAAAA CACGGGAGGC 
3051 AGCOGGATTA GGGACTAGGA TGAGGAAGGT GAAGQGTTGC MCMGCCIC 
3101 rroCTCTTCI GTTTTTTGAC Al 1 1 1 1 1 1 1 I AAOCATATAG TAAATTAGAT 
3151 ACAAAAGGTG CAGATPCAGC Gl 1 1 ICI'OOC TGTAGAGCAT TATTATGACT 
3201 1 1 1 PGG CPGG TTAGGCAAAA AACAAATCTA AGAOLI ICIG CATGAGACTT 
3251 TAACATAAAT TCTTTCAOT TATCCTGCAA GCTGAGOGQ G GTCAAOCDCA 
3301 TTTOGGTGAG AAAACTGTAG CTCAGTGAAA GIGICI I GOT GGCTAGTAGA 
3351 ATGGCAATAA AACACATATC AACTGACTTC AAGGGCTAAG TCATTTOCAT 
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3401 TACTAAATCA ACCTO OCTCC OCATOVTTTC GGGTAACTTT ATATGATTAA 
3451 TAGTCTTTTT TTTTAACOT GATTTTCTAT TATTTTTAGA GTGAATATTT 
3501 CTTAGGTCTT TACTATOCAT ATGAGGAA7G GGCAAGACTG TAATAAATTC 
3551 TGAGACAAAG GTAATCCTOG GTTATOCTCA GAGTTTTAAA ACCTOVCATA 
3601 AATACTATTA AAOAI I IGI ATCATTCTGC AACTTAGTTT ICI ICCATTC 
3651 CGCATCATGT TPG TCACTTA TGGACATAAT ACCTCAGTGT GAACTCATAA 
3701 CTCAAATTCT TTOCATTTTA ACTTAGGTOG TTTOOVTTCT TTCACTATAT 
3751 TATACTCTAT GGATTCP0GC TCTGATCGGC ATTTAGATTC CTVCCAAACT 
3801 CATTCTAAAC AATCCTOCAA TCAATATTCT TCTACACTCT OGTTATCCAT 
3851 GPGAATAGGG TAOCATTTTA AGCTGGAATT TCIU I CHI AAATAGCTAT 
3901 TCAAACTCCT GTGGTATGCG GGTCAATGGG CTAGGTACAA AAAGTGTTAA 
3951 AAATGTAGTA ACATATOCTT AGCATTTAAG GGAAGTAATC ATTCTAAAGT 
4001 TTAGCA GGGG AGATATOCAT ATATAATAGC AAACAAAAAT AGTTTCTTCT 
4051 CI I IICIATA TCAGTATTCG GFGTCAGAGA GAAAAGGQGC AAAAGAAGGC 
4101 AGAATTGACA GAG7TAACAT TTAAAGACTA GT7C3CAACAT TTAOCATATT 
4151 CCTGGCTQGG AT TACAGAT T TTTTAATOCA GTCAAGATAA CAGCAGTCTT 

4201 i rci i iatca rrcrmroc aaattcagtt aagtagatoc rr nsGrerc i 

4251 GTOGGTGGGT llllllllll HIUMI II MIN I UM nTTTTTCAG 
4301 AGAGAGAGAG AGCAATTOCC AGAGAGAOCA TAGCTTTCOC AGGGATGAGA 
4351 ATTTTOCAGT GTCAAAGTCT CTAQCTACTA CTTCTOOQCA AAGTTOAAT 
4401 TGGCTACACA ATATCQCAAT ACTOGGTAGC TCAGAGTGAG GGAAGGAAC3C 
4451 TGGI 1 1 1 1 CI TTTOCACTCT GPGGAACTTT GTCTTTTCCA TTTTGATCAA 
4501 TAIU 1 1 1 1 1 UMMACTC AGTTCAGTCT TTGACAACTT TTPCAGTCAT 
4551 GTTTCTOTAT GTGTGGGTAT ATATtATATA AACAGTTCCA CACGTGVCCT 
4601 AGTTAAATCT GTGAAGA7CT T TCPS1 I I C I CTOOCPGACT GCTCTATATC 
4651 TATTTATOOT TCTCGCATTC CACAAGGGTG G0CAACPCAG GGCTAAGTOG 
4701 GGACTCAAAA CCAGGCTQGG CTCPGGGTGC OCTTTCTOG ATTOCTACAG 
4751 AAGGGGOCTA TGCACTTCTA ATGGOGCTCT ATAACACAGC ATCTAGATTC 
4801 AAGAATOGOC ATTACTTOGG TGCTAGGTAA TACATATATC ACTGATAGAT 
4851 GTTAAGGGCT GAGGAAGAAA ACAGATTTAA ACTTAGTOCT GAAAAAATGG 
4901 TTACAAGATA GICIIIAAGC CAGTTATTGT TCAGAJOCT C I C I C I IC O C 
4951 CTUTCGOCTA G0QG I ICIC TTTOCT7CAG 7GGACACACA CACACACAAA 
5001 GGIGIIILAT GAAGIOCOC ATCTAOCACA GTCACTCTTA TTTCAGAATA 
5051 ICIGUIICA AGnTCATTC GTCAGACTTT TTCACTTTGA TATTCGAATG 
5101 CPGAGTOGTC TGTGATCAAG CATATCCAAG CTTCAAATAC ATGGGAAAAA 
5151 ATATCTCGAA TTTCTTTAAG OCTTTTATTT TTCAAAGTTT TOGTCTATTT 
5201 TCTATTAGOG TACHGATCAT GGATAATCCT GGTCTTAGAG TAGAGOTAGT 
5251 TCTOTCRXT TGTTTOCATT AC I ICI I I AT AGCAAGTGAC TAG0OAAGG 
5301 ATATACAGGG AGGTGGTGG1 GGAATCGAAT CTASGTCTO C AAATCATCGT 
5351 G0GCAI I ICI TCAGTACTTT GCTGTGGCTA AGCACTTTAG ATCOGTTOCT 
5401 ATTTAAAGCT TAOGAOGATT CTOGATAGA CTTTCTTAAT A I CI I ICI 1 1 
5451 TCAGATATOG GAACTCAGGC TTACAGAGTT TAAGTAAGAA GTGGAGCCAG 
5501 AATTCAAOQC GAGGCTTATC TCACTCTAAG AGCTOGGATT TTTATTTTAA 
5551 TTA7TTA7TT ATTTAAAATA TOGAATGCTT CA7GAATTTC CATCTCATCC 
5601 I IGI ICAGGG GTCA0GCTAA TCI ICICIGI GTCATTOCAA TTTTAGTAGA 
5651 I ICIICIICA AAGTGCIGCT GAAGCAAGCA CCAGGAGCTC GGTTTTAATC 
5701 A TTCATCATA 77GCATTCAC TAGATAAGAT TCTOCAAATA OGATCTTTTT 
5751 TATGTTGTTC ATTAATTTAA GIGI IAGTCA 1 PGG1 RG AGT GCTCTAOCAT 
5801 GCATTCTGGG ATTAGAAAGA AGGGTCXOG 1 1 ICI PGGTC CTACTTTCTG 
5851 GTGAATAAAC AATTOCAAAT TATTAATGTC TCAAACTATA I MC I G AAGT 
5901 GTAGAGAGAC TTOCATAGAA GAAGAAGATA CTTOCATATG GGGTTCAAGC 
5951 AAAAGTCTOG GGTTTOCTTT GAAGAACTTT TAGATTCATC CACAGCAGGA 
6001 CAAIGI I ICI AGGGAGAACT GAGGAGGAGC CI I ICI IA GG CTCA L I IC I C 
6051 TTCAGGGCTC TCTTAACTCT TOXAGGGAA TOGATAATCT ACGCAAAATT 
6101 TCTCAGGAAA GGGOCTGAAG AAGTTCATTC ACACTAAGGT GTAAGTGAGT 
6151 TTACACATCT TALI CI IAAT ICI CI 1 1 ATA GAAATCTTTA CCAAGTTATC 
6201 TAACAOGCTT TGTTTTOGGC TCTGICCIGG GGACPQGAGA TAATCACTCA 
6251 GAGAGAAAAT GTCAGCTOTT TCAAAGTAGC TTAGGATCPG TTC TOQGATA 
6301 GAAATTAATA AGAGAOGAGA AGTAATAGAA TATTTOQOG AAGGATTTTC 
6351 AATATAAGAG GACTCAGTTT TACTATAAAA GGCTGAAATT CTAAGGKAT 
6401 TTCAACAGGT GGTOGGGTTC GGGGTGGGGA AGGGATTTGA OG0CICI M C 
6451 TCTATOGTTA TAAATCTCAC T RGGTGAAAT TAAGACTTTG GAAAGGGGAA 
6501 GTAAGOCAAC TGCAAGTTOG GCAGTAGAAC CAATCAAAAA TGCTGAQGGC 
6551 ATCACAGPOC CATTATOGTG GGCAGCTGGC AATCACATOG CACTCAGAGG 
6601 AGPGTCICAC AGATA CTGCT CTGTOGAGG GAGGAAGCTA AGCTTGAGTT 
6651 GTCTCmm I IGIIGI 1 1 1 llllllllll TTTTTTTTGA GAGAGAT7CT 
6701 CACTCTCTCG CXTAGGOnGG AGTOGAGTX3G CAGCATCTOG GCTCACTOCA 
6751 ACCACTGCCT GCGGGA7GCA AGCAATTCPG CCPCAGCCTT CGGAGTAGCr 
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6801 GGACTAOCTG OGCTTCOCAC CACACCTGGC TAATTTTTGT Al 1 1 1 I ACTA 
6851 GAGACAGGGT TTCAGCATAT TOQCCAQQCT GGTCTCAAAC TOCTGAGCTC 
6901 GTGATOCAGC TGCCTOGGCT TOOCAAAGTG CTGGG ATTAC AQGCATAAGC 
6951 CAOCGOGCCT GGOCAAGTTC TCTCTTT7TA GTTCAATTTT TACCPGTTCA 
7001 CA1GIGIATT CTTC1 IUjCT AGGTAGAGAG GAATCAGACA CTCTGGGGAA 
7051 GAATAGAAAG AAATACAATT AAGTGGAACA TTCTTTTTCT TTAGAAAGTG 
7101 CAATTTTGGG CTQQQQQCAG TCGCPCATCC CTGTAATGOC AGQXTTTGG 
7151 GAGGGCAAGG CAGGTGGATC AOCTGAGGPC AGGAGTTTGA GAOCAGOCTG 
7201 GGCAAGATGG TCAAA0000G TTTCTACTAA AAATAGAAAA AATTAGCTGG 
7251 GCATGGTGGC GGA7GOGTCT MTCCCAGCT ATPOGGGAGG CTGAGGGAGG 
7301 AGAATTCCT1 GAA0CTOGGA GGCAGAGGTT GTAGTGAGOC AAGATOGOGC 
7351 CACTGTACTC CAGCATGGGC AACAAGAGTG AAACTOOGTC TCAAAAAAAA 
7401 AAAAAAGAAA AGAAAAAAAG AAAAAAGAAA GAGGAACTTT G! 1 1 lAACTC 
7451 TCCTAGATAC TGGAAAAQOC ATOGAACTAA TCAAGAGGCT AGGGLI 1 1 1 1 
7501 ATTTGTTTTG AGATTCTGOC ATTTCACTOC AGGCTGGGCA ACAAGAGAGA 
7551 AACT7TCTCT CACACACAAA AAAAGTCTAA ATCAAAACAT TAAAAATTAA 
7601 GTA GTTTG GA AGTAGATTAT CAAAAAGGTC CPGAAAQGGA GOTTCTTTOG 
7651 CTATAATCTT TAAQGCAACT CTACACTCOC TCTATOGAGA CAGAI I ICI I 
7701 TTTAGATOGT TACAGTOVCA AAGTAGGGTT TTCAGTAGGA TTTAGGGATG 
7751 AATGAATOT GCAGCAOCTC TGCATCTATC TTGCTAGO0C CTCTGAAACT 
7801 TCAGGTCAGT TAGTGCTTOC TCAGAAATTG TTCOCGCCAC ACCAAGTTTT 
7851 CACATTTACA GTTATACTGA TATOCACATT GTALIGI IGI ATCTGAGAGC 
7901 TAGATTATAG GAAATTTTOG CTATAGmCA GAAATTAACT GCTAIGI I M 
7951 GGCTTTAGGC TAAAGAGATT I I G I H I G I I TAGTAGGAAA AGOGGQCTGC 
8001 ATAACTAGOC Al I ICIGIAT CTTAGAAAAA MM I A GTAA CAGTOCTTTG 
8051 TTCAGCTAGT TACAGTGAAC AAATAATCTG GTTCATOGTC CTATAGA7CT 
8101 TTCAGTATAA GAAAAATAOC TCATTCTTAT TTACACTGGA AGAGAGGTAG 
8151 AAAAGCTAAG AGAACTCACT TATCGCAATA AAOCAATCTA AACTA0CTGC 
8201 TAAAATAAGT GAGAAGATTA TAAAAATGGT TCTAGGAT7T TOGAATAATA 
8251 GTGAGTATOG TATGGGGCTT TCATACTTCA TTTCCAGAAT GTTTCTOGAT 
8301 TAAG7GCGAG ACTGAATAGC ATATATAGTG AATTCTAATT AAATACAACA 
8351 ATCTCAGATT GCIGIGGIGI 1 1 1 I I CA TOG AATTAAAAAT TAATAATTTC 
8401 AATAAAATTA ACTGCTGAAA GAAOGGAATT AGOCAAAATC AAAAGCATAA 
8451 CACATTTTTT CAGGAGGGAT TTTCAGGTCT CTTTTAGAAT AAATTCTACT 
8501 CPGCTTTTGA TGTGATTTGC TACATCTTTT I G I IG CAGTT GCTTGAGGCT 
8551 CAGOOOCTCG GCATATACTT GCrTCACTTT TC UGC I MC TTOCATOCAC 
8601 IGICI IGGGG CTGTTATTTC CAAATCTCAT CACTGTGTTC AAGACTTATT 
8651 TACTAI I ICI GGACAGTTCC ATTTGGGTAC ACAGGTAGAT GATAC1AAAC 
8701 TAAGATCAAC TOM I MICA GCTAGAGCAT ACAAGCTTOC CTTACTACCA 
8751 AAAA7GACAG GGCAII IGIC GGCAI ICI IC TCAATGCATA TTCCTOCTTC 
8801 TTAATTCTCT GTGCATCATA GCTCTGGTTC TTTAAGTCAG AAAOCTGGAA 
8851 TGTATCTTAG CI ICMATTT OOTOCTTC CTTAULIGI I TTGTTAAATC 
8901 AGAGI ICI I I IGIGI I IAOC I ICI IAATOC CTCATAAATC AGTCXCACTT 
8951 I ICI I ICACT ACIGIGICII AATTCA7GQC TTCATTTACT TTTTATTTTA 
9001 Mil l I G GGA TAGGGGCTCA C I GIG I ICJUL CAQGCTOGAG TOCAGTGGCA 
9051 TCATCATAGC TCACTGGAGC CTCAAACTTC TAAGCTCAAG CAAIGCTCCT 
9101 ATCTCAGCTT TTTGAGTAGC TOCAACAOCA GGCAGATGOC AOCATGGOOG 
9151 GCTAATTAAA AAAAATTTTT ATCTGGAGAT GGCAI CI HOC TATTTTQCTC 
9201 AG UC I I GIC I TCAACPOCTG GOCTCAAGOG AOCCICCI G C CTCAACTTOC 
9251 CAAAGTGTTG GGACTACAGG GGGGAGCTAC TCTGGCTOGC CAOCTTCATT 
9301 ACTATTOGCA AGAATTAGTC ATAACCCCTT AACAGGATTC CI IG ICCIC A 
9351 Gl IGIACATC TCAGTGATTT TTCTAAAAGA TTGGAOCATA TC AI 1 1 1 ICI 
9401 GTTTAAATGC CCAGTGACAC TCATTACTTT TAGGAAAATC TCAAACFOOC 
9451 TACTCOGAAG GGCTGCAAGC TOGGCOCTT GCCTGGOOCr CTAQCCTTOC 
9501 CCCIGCIICI CICJUCI I ACT GGICTTTCTG TTCTAGGCAA GCTGTAGGTG 
9551 TTACACTGGC OCAAAI I IGI CII G CI GC I I TTTGGCTCTG TACCI I RGTG 
9601 TCTOGCACTC CIG1CI1CAG TOOGATOGTT GGTCCTTGTG AGATTCTCAT 
9651 GAAATOG1 IG GOCATTTTAT TCTTATCTCA CAATOCTGGG ACACAAACAG 
9701 TCATTTTATC CAA I IGI I A T GTATTTGATC CACTTGGAAT ATTOGGGCTA 
9751 GCTACATTTT GGAGTTTTGA GAAOGAATTC AAATAAGTTA CAAATTATCT 
9801 TTAAAGTGGT AGACAGAGAA GCIGATTTCA AGCTATTCTA ATAAAGCATT 
9851 GOGTGAAAGC CATTTTAAAG ATCATOCATA I I I G I IA AAG TGGTAATTTT 
9901 TATATTCTCT GATATGGTTT GGC IGIGI IC CCACCCAAAT CTCAICI IGA 
9951 ATTGTAGCrc GCATAATOCA GACIIGICAT GGGAGGGAGG TAATTAOCTG 
10001 GTCGGAGGTA AT7GAATCAT GGGGGCAGGT 1 1 I C CIGI G C IGMCHGIG 
10051 ATAGTTAATA AGTCTCATGA GATCTGATGG TTTATAAAGG GCAGTTOOOC 
10101 TGCACACTTT CIGI IGULIG T7GC3CATCTA AGACATGOCT I IGCT OJCr 
10151 TTCAOaTOC ACCATCATTG TCAGGCCTCC CTAGGCATGT GGAACTGTGA 
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10201 GTCCATTAAA CCTC1 1 1 1 IG TTTATAAATT ACXXAGOCTC AGATAI I ICI 
10251 TCATAACAGT ATGAAAATGG AGTAATACAT TOCATTACCA TAAAGAAAAG 
10301 GCTTTCATCT ACATTATTTT TTAGAGTAGC CI IGIGGTAT GTXZATTACCT 
10351 CCATCGATAG ATAAGAAAGT TOCAACTTOC ACAGTATTAG GATTCATATC 
10401 AGTATTTACT TTTATTAAGT TGAACTTAAG AGCAGCI 111 TGGCTGGAAA 
10451 AAAGTTCTAC TTATCTCAAA GTTCTCCTGA AAGTAGAATC CTACTCCTOT 
10501 OOCCAGOCTC AAAOATTTA CTACATATTT ACTTOCATOT TCTTTAGAAT 
10551 AT TCTCTCAA TAGTGTCTOC TACTCAAGTC ATCAGAAATC CTCTCATCTC 
10601 ATTTTTO GAA AAGAATTOCA GACTTATCAC OGCCTAGCTA GAAATCTOGT 
10651 CTTATATTCA AATTAAACAA GCAAAOCTTA ACAAAAACAA GCTAAAOCO" 
10701 AAACATAACA TCAACAGPCA GCTCACCACA GTTOGAGCA OCTQOCTTOG 

10751 ccrasreocA cccacgcagg gacfgtogat gtttttattc gcagagattc 

10801 AGAACAGGAA ACTOCAGCAC AGCTQGGAAC TCGGCAGAOC CAGCACATAA 
10851 GACAGATAGC CTATCAGTGG CPGGAGGAAT GGAGGAAAGC AGTGCTTTCA 
10901 AATCTACATC CXAAATCTOT ATGATCATAC CTCTTTCTTA AAGTGOCTTC 
10951 TTTAAGAGGA AAAOTAATTC CFCAGCTTOC ATATAGGAAC TAAAAAAAAG 
U001 TOGATCAAGA AATOQCTTOC OTA 1 1 1 1 LA AGTAAGAAGT CI 1 1 1 1 1 CAT 
11051 TTCACTAATT TTTAATTATC GQCATAAGTA TGAAATACAG ATTAGAAATA 
11101 CFGAATCTOG AGCAAAGCAA IGI I ICjLI 1 1 GTGGAOCAAA GCAGTGAATC 
11151 rTTTTTCTTT CTTTCTTTC1 1 1 ICI 1 1 1 1 1 TPGTTAAGAG AOVQQOTCTT 
11201 GCTCrCTTGC TOVGACTOGA GTOCAGTCAG TGATCTGATC GCTCAOCATA 

11251 AcrrcAAccr crraoocrcA agqgatgctc cpgooocaac ctcctcaaca 

11301 GCPOGGATTA CAGGCAGATA (XACCACAOZ TGGCTAATTT TTAAAAATTT 
11351 TTTTCTOGGG GAGGGTCTCT CTATAT7X30C CAAGCTGGTT TCAAATCCCT 
11401 GAGCTCAAGT GATOCTOCAA GCTCAGGCTC GCAGAGTCTT GGGATTACAG 
11451 GTTTCftGGCA CTGTGCCTGG O00CAAAACA GTGTTTCTM CTG0U I IGI 
11501 OQ0CTCTTGA TAAACATAAA AGTCTGATOG TACTTCAGAA TTTTCTTCCA 
11551 CAGATOCAAG TCTAGTTTCC CI I ICCI IGI GAGTOGCAGA AGACAATCTC 
11601 ATACTCTOTA TTTATOCATC AGOCAAAATT I IGTCAAGCT TTACTTTTAT 
11651 I I » I IAAATT TTTATTTCTA UN II IMG GAGACAGAGT CI HQCTOGl 
11701 CGGOCAGGCT GGAGTGCAGT GGCGTGATCT CGGCTCACTG CAAOCTOOGA 
11751 TGGCTOGCTT CAAG0GATTT TOGTGTO0CA GCCT0CAGAG CAGCTGGGAC 
11801 TACAGGCAC3G CACCAOATG GCTGGCTAAT 1 1 1 1 1 IGIAT TTTTAGTAGA 
11851 GGTAGGOTTT CGGGA7OTTC GKAGGCTGG TCTCGAACTC CTAATCTCAG 
11901 GTGAGQCAGC CGGCTCAGTC TOGCAAAGTG CTQGGATTAC AGGCATCAGC 
11951 CAGCATOO0C GGOCAAGCTT TACTTTTAGT TATOTTCTGG ATATAATTAG 
12001 AATT AI 1 1 IC I IGI ICI I IA AATACAGAAT TATAATATTC AATCTUTCCT 
12051 TTAAAAAAAT TAGTAAATCT AOCCCTCTAG AACI I CI GAT CrATOGCTCT 
12101 TAGTGAGTGA GGGGAGCTCT GQGGCI I ICC TCCTCCAGTG GCTOCACTTA 
12151 AGAATCACTC ACTAAGGAGT TTTAAATTCA ATTAAAGGTA ICC 1 1 IAGAT 
12201 AGTTAACYCT AAATCAAAGG TCAATCATTA AATTAATGGA TAAAAGK3CA 
12251 TTGCAOCTAC GGAAAGGTGC ATTOGTCTAC AGTRAGCTA GTACCTATTT 
12301 TTTGCTAAAG ATTAAATTOC AGCTGGGCGG GGTGGCTCAT A0CTCTAATC 
12351 OCAGCACTTT GAAAAGCTGA 7GGAGGGGGG GTGGOGTGGC TCATGOCTOT 
12401 AAATCTTAGC ACTTTOGGAG G00GAGGK3G GOGGATCACT TGAGGTCDGG 
12451 AGTTAGAGAC CAGOCTGAGC AACATGGAGA AAGGCTGTCT CTACTAAAAA 
12501 TACTAAATTA GOOGGGCATG GTOGCGCATG CCTGTAATCT CAGCTACPQG 
12551 GGAAGCTGAG GTAGGAGAAT OGCTTCAAGC GGCGAGTPQG AGGTTCCAAT 
12601 GAGGGAAGAT CATOOCATTG TACTOCAGOC TGGGCAAGAA GAGTGAAACT 
12651 CAGTCTCAAA AAAAAAGAAA ACGCTAGGTG GAAGGATOGC TTCAGTOCAG 
12701 GAGTTCAAGA AGAGOCTGGG CAACATAGTG AGAOG OCATC TOACTTTTA 
12751 ATTAAAATAA AATTAACATT AAAAAGTGTA GTAAAATTTT TAAAAAGAGT 
12801 AAATTOTATC AGCAGIG1IC TOUCIGIGI I CAGAAAGGGA AAA TTTATA T 
12851 I IGIGI I ICA TTTAGATTOG ATOGAAGAOC AATTTTGAGA IGIGI 1 1 IAA 
12901 TATTACAAAA ATAGAAAACT AOCIGI I CAT TAAATOGTGA TATTTATTGA 
12951 CI I MCIGIG TAGATAAGTA TTAATCCCAA GTCAAGTAGG TTAGTCTGGA 
13001 GA CIG1 1 1 1 1 ATTAATAAAA AQCTTTTCAT CTTAATTATC CTTTTTATTA 
13051 GIII I G ACTT TATOTTOGAA CTTCAAAGCA GCATCTCAAA GGGTTCACAT 
13101 TTC TCA GTOG I IGI MAAAC AAGGACATTC CAGAAAGTTA ATTGAIGI 1 1 
13151 TAGTGTGAAT GGGGCAGGAA Gl IGICATTG TTOTCCTCTA GTAAGGTAGC 
13201 ACTtAAACTT 7GACAGGAGG AOOCCAGOCA TGTAGTTATT GACTOTAAGT 

13251 ACAcrrcccr taagagtaag iigimiiia ggaataaatc ataaatctat 

13301 GGAGTTTTAG TTCTAGGTGr TAIGI 1 1 IGI C I CC I ICI I C TCAGAGAAAA 
13351 ATCTTACTGT GGAATAGGCr TAAAC PGAAA AAAGGATCTC Al 1 1 1 IAATA 
13401 AGATCAGATT CI I IGGOCAT Al 1 1 IGATAT 7GGTTCAAAA CAAAIGI I IA 
13451 ATATCAGATG CAGAATGTTA AGAGCTCTAT AATCTAGTOG TAAOAOCPGA 
13501 GOCTCAGOCA GTGACTACAC ATTAAGTTCT TCTPCATTTT TTGCAGGGGC 
13551 AGGGGAGCTG GTGAGGCATA AAGAAGGGTC AGAGGAGATA ATAGACITAT 
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13601 ATTTCTATTT TTATGCATAA TTATATAGGA AACATTAAAT GCAGAGTTGA 
13651 TAAATAATTT OTATOTATCT ATTTATTTAT mTCAGACT QQGTOCTGCT 
13701 CI GCTG OOCA GGCTGAAGOG TAQQQCTATC AACACAGCTC ACTGCAGCCT 
13751 TGAGCTOGGC TCAAGCGATT TTOTOOCTC AGCCTCCCGA GTAGCPGGGA 
13801 CCACAGGCAT GTOCCACTAC AOCTCGCTAA 1 1 1 1 I A AAGT 1 1 1 1 I IGIAG 
13851 AGATOGGGTC TCAGCAOGTT GOOCAGGTTG GTCTTGAACT GCTGGGCTCA 
13901 AGCAATCCTC CTGOCTTCGC CTOOCAGAGT GTTCGGATTA TAGATCTGAG 
13951 GCAGCA7GTT CAGCTGATAA ATAAI I ILIA ATCTAAAAAT GCTAI 1 1 RGT 
14001 ATGGAGAGGG GAGGGCAAAT AQQCTATTTT TTOCAGATTT TCTTOCTGGC 
14051 CAGAATCTCA GAGGGTTTTT AGCTGCATTA AAAATGATTA AGGCTGGGCA 
14101 GAATGGCFCA TOCCTCTAAT GOCATCACTT TOGGAGGCIG AGGCAGA7GA 
14151 ATTCCTTCAG O0CAGAAGTT CTAGAGCAGC CTGGGCAACA 7GGTGAAAGC 
14201 CC A TCTCTAC GAAAAATCCA AAAATTAQCT GGAOGI GGTC GCAGQCAGCT 
14251 OTACT00CAG CTACTCAAAA GGCTGAGGTG GGAGGATCAC CTAQCICTAG 
14301 AGGTCAAGGG TCGAATCAGC CAAGATTGCT OCACVOOOCG CCAGOCTGGG 
14351 CAGCAGAGCA AGAGOCTCTC TCAAAAAAAA AAAAAAAAAA GGTTAT MM 
14401 TTTCAGGATA GAGAAAGCAG GGGAAGGAAA AGATTATCTT TOAAATCTTC 
14451 ATTTAAACTA CTACATTTAA AGTAATACTT CCTAATGATT TAAACTTTAG 
14501 ATTAGTCTAT TTATCGGTCA GCTGGAAGAT TCTTTATAAA ACATGAGAGT 
14551 TTATTACTTC TTTCAATACA CGGGTCTOG TAAATCATGC TOVSTAGATC 
14601 TCAAG0CTGA ACTTTOGAA GAAATCTTC1 GAAATTATCT ATOGATCTCT 
14651 ACTTGAATTT AAATAAAAAT AAATTCTAAT ACATTTOGTT TTATTOCTTT 
14701 TCAATTTCTA ATT A I i 1 G G G GATTRQGATT TCGTTTATCT ACAGTTCTCT 
14751 MIMMICA QCTQGAGTCT OQCTTPGTCA OGAQGCTG GA GTCCAGPQCT 
14801 GOGATCTOGG CTCACTOCAA TCICTOOCTC O0GTCTACAA GGGATTCTOC 
14851 TCCTTCAGCT ICCIGAGTAG CTAGGATTAC AGQCATCCAC CTGCATGOCC 
14901 AQCTAATTTT TCTAI 1 1 1 IA CTAGAGATOG GCTTTCACCA TCTTAG0CAG 
14951 GATGATCTOG ATATCTTCAC TTOGTGATCC GGCTOGG0CT AGCAAAGTGC 
15001 7GTGATTACA GGPGTGAGGC A00GTG0O0G GCCTAGAGIT Old 1 1 1 1 1 1 
15051 ACTCACTOGC AGAGA7GAAT CATTATAAGG AGCTTAGGT TOCTTAAAGA 
15101 ATACACTCTC CTTAAGOGGT TTTATCAACA AAGGCAGGGA ATGOCAAACT 
15151 TTAAGACTTT TACCTAAATT TATAACTGAT GCATGTATGC ATATATACAT 
15201 AGATACATAC ATCTATATGT TCT TATATA T GTATQGGTAT CATCAGTATA 
15251 GTCTATCAGT ATAGTAATTG TTTATCTGAA ACTTOGGCTT CTOOOGCT 
15301 CI I ILILJGC CTCTOCTCT CTCFCTCTCT CTOCTOCT CTCTATATAT 
15351 ATATATATAT ATATATATAA ATATATGTAT ATAT A I MM 1L1 I M I I1L 
15401 AGAGAGGATC TCATTC7GTC AGGGAGGCTC GAGTGGAGTG GTQGGATCAT 
15451 GGCTCACPGC AGOCTCGAOC TCCTGGGCTC AAGTGATCCT G0CAGCTCAA 
15501 CCTGOCAACT AGTTAGGACT ACAGGGGGAT GOQGCTAGAC GTAACTAATT 
15551 1 1 IGIATTTT TTTCTAGAGA CAGGGTTTTG OG fUTTO GC CAGQCIGGIC 
15601 CTGAAATCCT TCGCTCAAGC AATCTCTGCA COCAG0CTC TGAAAGTGCT 
15651 GGCATTACAG GTCTGAG0CA CTOOG00GAG GCTAGATTTT TT7GAATTCT 
15701 AAAAAAGTAA OCTOCTOCCT ACTGAAOTAA ATAGAOTTAA AAAAACTAAT 
15751 CTOGTACAGA CAGCTCTATT TTCTCACAOC CXTAGAAGAG TGGCAGGTAC 
15801 OCTATAATCA AATACATTAA C AM IUO CA GCAAAATCTA TGGATAAGTG 
15851 AGTTAAATAG AGACCATCAG TAGCTTCAGG TCAOTTCAGA TCAA GTTTTC 
15901 CI ILIAATTA AATCTTCATA I ICICI IACA AAAACTTTOG G l I PQGG1 1 1 
15951 TCAGATTTCC AAATAAATAA TTATAAATTA TTAI 1 1 1 M I TGAGACAGAG 
16001 ici nocrerc TTOCTCAGGC TOGAGTOOCA TGGCAOGATC AGGGCTCACT 
16051 GCAAOCTCAA octcaggorg aagocatoct oocacttcag gctoocaagt 

16101 AGCTX3GGACT ACAGGAGTGT GGCAACATCT OCAGCTCATT I J IG1ATTCT 
16151 TAGTAGAGAC AGG GTTTOG C OGTCT TO GOC AQGCIGGICT CAAACTOCTG 
16201 GTCTCAAGTG AT00G0CTOC CTTGGOCTTC CAAAGTOTTC AGATTATAGG 
16251 TCTCAGGCAC TOGGGCTOGC AGAATTATAC ATTTATATCT CAATAT7TOC 
16301 TTTTCTTTTC IGM II I LA G TAAAObl 1 1 I TTAAGGTACA MM IL I LTA 
16351 TCTCATAAGG GAOCTOCTTA Al 101 1 I LAG TAAGTGTGAT GTTCTAOCAT 
16401 ATTGGTCTAC GCTAGGTTAC TCAAGCAGGC CTOCTTTCn TAGTGAGTAG 
16451 OAGGOVGTCT TCTACAACAT ATGTAGCATA I L I G 1 A TATC TOGTOGAACA 
16501 AATTCTTTTT TTCOGC7CTC TTCGAT7GCT TOCTTOGGTG TAOGTQCAGA 
16551 AGTGAGATTA CTOGTTCAAA GGGTATCAAC AACTTTATAA CAGCIOTTAC 
16601 ACATTGGCAG ATTAI ICI I I AGAAAACTTG AATCAGTTTA TTGTGCCACC 
16651 AGTXjATCTGC TOGCI ICCRG AAAAGOCTAC CAATCTTTGG TTTTAI 1 1 I T 
16701 ATTAGTATTT GCTAATTTGA TAAGTACTAA TCAT A I I I I I TAAAAGTAGT 
16751 TTAAAATCAT ATTTCAGTGC TTATAAGTCT GTOTTOOCAG TTTTTGAGCC 
16801 CTTTAGAAGC TCCAAATCAC CTGGCAATTA TATATAATAT TTGAAAATAC 
16851 AAGAGGACAT ATGOCAGTTGA ATATATTAGA GTAAAACTTC ATTOQGATAG 
16901 GTAATCAAGG AAIGLI I GAG ATTATCTTAG GGCTTAGATT CTCAOCTGAC 
16951 AOVTCTTOGC AGGTAGACCA TCTTjCTTGTT TOCTGGCTG TCTTAGOCCA 
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1 1 IGIATTGT 
GACAGGTATG 
CATTTTAGAC 
TCAGGGAGGT 
TOCAGTCGTG 
ATAATOGAAA 
AGGTAATTTA 
GCACTGAGAT 
AAAAAAAAAA 
A I IIL1UA A 
ACTAIUXTC 
TTTTTTCCTT 
UCJLI 1 1 CAT 
GATC1 PCTAG 
ATTTATCTAT 
CAAGCAGATG 
ACTAOTCAT 
TATAGATTCT 
ATTATAGAAT 
T TOCAC AGTT 
CAi I RGAGGT 
CTGGGAAGGG 
ACACAAGTCT 
TCAAGAGAGT 
CCACACTGTT 
TGTGTTCACT 
I nGCTCRjl i 
OCTGGAGGAA 
Gl IGIGIAAG 
OCJLI ICJLAGT 
AATCTOTATT 
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TAATTAATTT 
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ATC1TATCTT 
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TTCTTAGGGG 

AGRAGTOCT 

GTTT7GGCTT 
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GT GAGTGAGC 
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GTGACTGAAG 

GAAGCAGTAA 
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AATTCTTTCA 

AAAGCAAAAG 



TTAGGGOGGG 
AGGALI I IGT 
CTGCAAGAGT 
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TOGGGTATGT 
GAGACAGQGT 
CTCATOGCTC 
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ACTATAOCTG 
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OCATTTAATT 

AAATTOGACT 

ATACATAAGT 
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ACTAGAGAAG 
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CTGGGCAAGG 

TTACTATCTA 

TCTAACAATT 

GTAGTC AGGC 

TTTATACTTG 

ATTTGTOGAG 

GGCAAAGAAT 

CTTGGACATT 
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TTCAGGGTCA 

CAAAGGATAG 

AA GAACAC AG 
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AAGAACATCT 

CTOTCTTCAG 
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ATATATTCAC 

AAATGAAAAC 

AGQGTTATCT 

AAGTTATCTC 
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AATTG AGATA 

AGITACOGT 

TT TTCAATO C 

AGGTTGGCAC 

(JLIGICSATCT 

GOCAGCTGAA 

CAGCAGAGGG 



TCTTTTAATA 
TCAGCATCTA 
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GGATAGGAAT 
GATTCTTOCA 
AGGCATATCT 
CTOGAGCTAA 
TAAAAAl 1 1 I 
CTOGCTUTCT 
ACTGCAGGCT 
TGAGTAGCTG 
ATTTTTTCTA 
TCCTGGACTC 
ATAGGIGPGA 

UN I IA GAT 
GGATCTOGGC 
GTCTCAGOCT 
GCTAAI 1 1 II 
TCGGTCTCAA 
AGTGCTGGGA 
TTTTGAGCAC 
TATTCCATOC 
AACTOGAGA 
AGGATT TTAG 
GCTTCAG1 1 1 
TATCTAACAG 
GTPG G GAGQC 

1 1 rOVGGI IA 
ATGAIGIGIG 
TGGATTTAAA 

AcrccAovcr 

GG00GAGGAT 
GGTGGAGCTG 
ATTTAATAGA 
AAGTAGTGCT 
AAGAOCAATT 
GGCAT9GAAA 
ACTOCAGGAA 
AAACAGCATT 
CAGGGAGAOC 
CAGGOCTAGA 
GGCAGGGAAA 
GCAAGACATC 
AGTCTCAGAG 
ATOCTAAGA 
OGGACTCAGG 
TTATATTTAA 
CCTCTTAGCr 
AATGTCnTC 
AGGGTCAAAA 
TOGTCTTAAG 
AGAL1I I IGG 
TCTGTAAGTC 
GCTTACAGTC 
AGTGGTGAAA 
AGAGTTTAGT 
AGCTAATTCT 
AQGAGAGOA 
ACTGGGACTG 
TTTTCCACAT 
A1CI I IATGG 
ATAACTAGOC 
CAOACACTGA 
ATAAAGCACT 
GGTGGCTCTC 
CTCAGGACTC 
GGTGCTGGAA 
TCGATGAAAG 
TCTAAGGCAA 
TCATTTOGCT 
AGGTGGTATT 



GGAAATAAAC 
GGTGACATCT 
TA ATCICH 1 
TTCGCTTGAA 
GTTTGCATGT 
GAG0CATGCT 
TGACTTGQCA 
GGACTACAAG 
GAGAOGGGGT 
AAGGGATCTG 
A0GA/GGGGGC 
GGAGTTTCAC 
TTA0GGGCAC 
OCGGAGTAQC 
GTATTTTTAG 
ACTATTOVOC 
7TATAGATCT 
AAAATATCTA 
PCTPGAGAGG 
GAATATGCIG 
AGGAAGGGAG 
TTOVGTTAGG 
AAGAGGGTAT 
AG I ICIAAT A 
mTCTI IAA 
rem TAGGT 
CTTAAGTCTC 
GGGCTTATTA 
ATCTAGTGAA 
GGGAAGGGAA 
GGCAATGGGG 
TTAAAAAGAT 
AGAAAGG0X 
TGGGAA TOVA 
i rCTGGCAAA 
GATGCCTAGA 
TA GAAXAG AT 
TOVTCTCATC 
GGCTGGCTCA 
AAGGGOGATG 
TGA0GCTGAG 
GGAAG ATCAC 
GGCreCTTCT 
AAGTATGGOC 
I IGGIUIAA 
TAGGCTTTOG 
TTATAI 1 1 1 1 
ACTTAGTCAT 
CAIGI ICJLIL 
TT AI I 1 1 IA A 
ATTTCAACTA 
ACLIGI I IAA 
AACTGAGGGA 
TTTAAGTAAG 
OATAATACT 
GGGTQGAATA 
TCATAATGGA 
CACTTTCTGG 
ACCTGGQCAC 
GCAGTGAGAC 
AGAGATCTCT 
TGOGGGGGTG 
AGGPGCTGAA 
GTCCAGTGAC 
GGAAT TGATA 
GACAGCTTTA 
TCATTTAGAG 
TRGAGCAGAT 
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20401 1 HGTCTCCPG I IGIGOCTTC TOGGTCAACT GAAGTACPGG CTTACTCACT 
20451 AOTAAATATC 1 1 1 PCTC ACA ATTATAQQGA AGGGAAGAAA AGGAAAGTGC 
20501 AATTAAAGCA I 1 H I CIC CT CAGfiGl I HGA AAAATAGAAT TCATOCAATC 
20551 TTTTAAATTC CATGOCAACA CATCAGACAA GAAGA GACTT GATAGTAGTA 
20601 AAQGTTOQGA ATCAAAAGAA CAATCTAAGT 1 1 1 IGATATT GACTTCAAAA 
20651 CATCG IG1 IC TATMTTTAG TCTTCATTTC TTACGTCTAT QCTATTATAA 
20701 TTAATTTTC1 ATATCTOGTA GTTAI 1 1 1 1 1 CTACTTTGAT TAQGAAACAA 
20751 ATATTCAGGC ACTTCAAGAG GCAGACTATT TPQGAAAAAA AAGTCTGGTA 
20801 AAACTAATQC TTAATCTAAT TAAICIGICT TCATCCTCTT AATTCATCAA 
20851 GATCACTTTC GGTGTCTOGT GGCAACTCAG AATCGGTTAT GGAAGAAOCT 
20901 CAAGQCAATC TAATOOCTAT TATTTAGGGT TACTTCAGAG GATAAATTAA 
20951 TCAGGGGTCA CTAATCTTTC GATAATCACT CTATTGAGCT GGAACTATCC 
21001 TTAGTATTTT GGAAAGCAAG TCAGTGAGTT AGAACTCTCA A AACTG ATCA 
21051 G C1 1 » ICIA A GOTAATCAT AAGTGAATAG AAACTAGTTC QCTTCA AGCC 
21101 1 1 l(JLlL CCr GCATTGCAGC ATCATCATTC TCTA ACTCTG GAAATCGTTT 
21151 ATOGAACAAC AGTCAAAATA CATTGATACA CIGICI I Gib CTAGA1 1 1 IC 
21201 AGATAGGCTT TAGACAAAGT TCAGAGOCTT TOCTCTAGCT GGGGATTAAC 
21251 AAAGCTOOCr TCATAGTTAA ATCTTTOGAC GCTCTCTATC GATTTTC AGT 
21301 TACTAGAATT AGGTAAGTTA GTGTTATAAA ATTGGTTTCA GIGTOGATTC 
21351 TTTAGGAAGT GA GTCTTTTG GTOGCAGCAA 1 1CIGI IATG CATTAAATAG 
21401 ATACATATTT TCAACTAOTC GACATTOTTT CAGICIGIAT TTATTAGATC 
21451 CTGQGGTOGG TATOGGAATA AAGAAACGTA TCAGGGGTCT TOGAAA AGTT 
21501 CATOGAAAAA ATCTACACTA TGAAAAAAAA CTGTGCATOG ATTTCAAA AT 
21551 A I M II G AAC CAAAATOVAC TTCTACTAAC TTCTTACAAC AIGICIGAAC 
21601 TTCTTACAAC AIG I CIG AAC ACTTCGAGAC ATTAAGAAAT GATATGGCAC 
21651 CA GMIIIA A AAAQCGOCTA TCAGGGTAAC ATCAATTCTG CTAAAATTCA 
21701 AGCAAGAACA AACATCAAAT TTATOGTOCT GCTTOQGTAG AAGGATGGTG 
21751 AAATCATTCA TOCTTTACAA AAAGTTTATC GGGACAATAC TCTAAAGGAA 
21801 CCAGCAGTTT ACAAATQGCT AACATOCTTT AAGAAGQGAC GAGATCATCT 
21851 TGAAGAGGAA GCGCACAGCA GTAGACCATC CGIGICAATT TTCAAGGAAA 
21901 AAATTAATCT TCTTCATCCT GTAATTCAAG AGQGAACTTT ACATGAAATT 
21951 TTAAACAAGT GGGATTGAGA TOCTGTGGCA TATCTCTGAA GGATTCTAAT 
22001 AGGAGAGGAA ACATGGCTTT AOCAGTATCA TGCTGAAGAC AAAGCACAAC 
22051 CAAAGCAATG GCTAOCAAGA GOTGGAAGTG A TCTAGTTA A AQCAAAAGCA 
22101 GACTACTCAA GAGCAAAGGT CATGATAAGA GACTTTTOQG A TOCTCAA GG 
22151 TATTTTGCTT GTTCACI I IC TCGGGAGGCA AAGAATGATA ATATTTCCTT 
22201 Ai IGIGIGTG I 1 1 IG AGAAA ATTAGCCAAA OTTTTAGCAA AAC AAACAAA 
22251 TAGGCAGGGA AGCTTTAGCA GAGAGICX.il CTGCAQCAGG ACAA TGI ICC 
22301 GQGTCATOCT CTCATCAAAA AAGG GCAATT TTCCAAGAG T TTTCATOGGA 
22351 AATTATTAGG CATTCACTTA CAGICI 1 1 1 1 1 1 1 1 1 1 1 1 1 A GTTOGAGTCT 
22401 TA CI I IGICT OOCAGGCTOG AGTGCAGTGG TOCAAICI IG GCTCACTGCA 
22451 ADCTOCAOCT GOCAGOTTCA AGCAAI ICIC CIGUUCAGC CTOCCAAGTA 
22501 GCTGGGATTA CAGGOGTCAT CCACCATCTC CAGCTATTTT TTCTAI MM 
22551 AGTAGAGATC GGCTTTCACC ATCTTCAOCA GGCIGGICII GAAI ICCIGA 
22601 CCTCAGGTCA TTCACCIGI C TCGGCCTTOC AAAGTOCTCG GATTACAGGC 
22651 ATGAGOCACT GTCOCTQQOC TATCTTACAG TCTTCATTTC GCTTTATCTG 
22701 A CMCIMM C I I ICC I A AT CTTAAAAAAT ATTTAAAGGG CAOCTATTTT 
22751 TCTTCAGTrA ATAATCTAAA AAGGACTOCA TTGACATCAT TAAATTCCTG 
22801 GGAOCCTCAA I I C I I IA GAG ATCGACTAAT GGCTGGTATC AACTCACAAA 
22851 AGTATCTTCA ACTTCATOGA GCTTAIGI IG AGAAATCAAG TGTATATTTT 
22901 CATTATCTTT TAATTTCATT CTTTAGPGAA 1 1 1 1 I IGAGG TOQQCTTCTA 
22951 TACATTTTAA TOCTAAGGGA ATAAAGAAAG GAGGAAGTOC TAGOOCTCTG 
23001 CIGI C I G CCr AGCTACAGTG TCTGAAACAC AGACCACTAT TCAOJLI I IG 
23051 AAATTTCAGG 1 1 IICA TTCA GGAGOTTCTC AAAGAGAATA AATCAGATTC 
23101 CTATCCAGGT GGAATCAAAG AGCACAOGGC TTATTTATCA TAATC AAAAT 
23151 AATCCCATTT TCATAACAAA CTTCACCTOC TTATCTACAT TCTAAATTCT 
23201 TCCCTTGATA AGCTTOOQGG AGATAAAGTA ATTCAGCTAA GTATTATTTC 
23251 CAATCATAAT 1 1 I GIG I CA T TATCAGCAAC ACAATACTAT ATATOQGATT 
23301 GATTCACTGC AGAACTGGAA TAAATATAAA TTAGATCTTT AGAAAAGAAA 
23351 OCTAGATTTA AAAATCTTAT GTTAGAAGGC TCAATTAATT AAATCTAATT 
23401 AATTTTTTAA AATCAGCTTT ATTCAGQGAT GACTTAGATA TTATATAATT 
23451 CACAAATTTT AAGTGTACAG TTTGATAGTT CTGACAATCA AACTGTATAC 
23501 AATCATCTAA CCAGCATCAC AATCATAATA TAGIGIGTCC ATCAOCOCAG 
23551 GGTGTA00CT GGTGATOCTT TTTCCAGTTA GTCI 1 1 1 IOC CfT ACATTCT 
23601 GGCICCTGAA AACTTCATCT GUI FCIGIC ACTATAGCTG TOOL! 1 1 ICT 
23651 AAAATTTTAT ATCAATOGAA TCATACAGTG TCI M I CI I I TCTATCTCTT 
23701 TTTCACTCAG CATCATOCTT TTCAGATTTC TO UIG I I GI ' GGTATCTATT 
23751 AGTAGI ICI T ICI 1 1 I 1 1 AT TACTAACTAG TATTOCATTC TATCOOATC 
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23801 OCAG A1 11 1 1 1 1 K 1 1 1 1 1 1 1 TTGGAGACAG AGTTTTOCTC TG AGATO CAG 
23851 GCTOGAGTGC AGTGGTGTGA TCATGGCTCA CTGGNGGCTT GACTTCGGAG 
23901 ACTCAGGTGA TCOVOCTOOC TCAGGCAOCT GAOTAACPQG GAGCACAGGT 
23951 GTCTOCTAOT CTGTOAATT TTTAAATTGT TTCTAGAGAT GGGGGTCTCT 
24001 CTATATTCGC CAGGCTGGTC TCAAACTOCT GGGCTCAAGC AATOCI ICIG 
24051 CCTTOQ0C3QC TCAAAGTGTT GGGGTTACAA GICTGAGGCA TCA CAOGPGG 
24101 CXXAGCACAA 1 1 1 1 1 IATOG ATTCACATAT TCATCGATAT TCGGTTGTTT 
24151 TCAGTTCTTG GCTATTATCA ATAGAACTGC TATCAACATT TCTATCCAAA 
24201 CCTTTCTTOG GATGTATCTT TTTA1 1 ICIC I I HGTACAT TAAATTTAAA 
24251 TTTAAATTTT GTTCTGTATT A7TTCTATTT TTAAATTTCT CAAGTGGGTA 
24301 ATACIGTOT A CTTTTTTm GAAATTAAAA AAATTCTQQC 7GAACAAGGA 
24351 GATAAAAAAG TAGGAG1GAG AGGACTOGG AGAGTTACAG GQCTTTOGTT 
24401 TAGAGGATTG GATCAATACT GGIGCTGGCA ATAAAGAAAT TTAAATATOG 
24451 CTCATATTTC CTATATTTAA GAAAGAO0AA AGAGGGTGCA TTGAAATCAG 
24501 TCAGTOGGAA AICICIGA TC ACTPCAG0CA GCAOGCnTC ATOGGOCTOG 
24551 ATATATOGGA AGTGAAGTCT GATTATAGTC TCTGGAGCAG TCAATOGGAG 
24601 GAAGAGATAG GGGTACAGGC TAAGAAGGGA GGAAGTCAAG TCAAAGGGAG 
24651 AAGTAGGGTG GTAGCTAGAG GAAGATTAGA GTCAAGGGAG GGTAACAATT 
24701 1 1 I I I i 1 1 1 1 TTCAAGATAG GAGTAGCTTC AGAAOAACT TAAAGAAGGA 
24751 GGCTGTAGAG AGGGAGGAGG TCAAGTTACT AAAGGTCTAA TTCATGGGCT 
24801 AAGCTTCATC AGGAGATCAG ATCTTTACAA GGAAGGTTCT TCCT9GGGGG 
24851 CAAGATTCAA AAG00GTATT GAGAAOGAGG AGAGAAGAAA GTAAGAATGG 
24901 GAGCAAATCT AGGTAGGTTT GGTGAGGATC AGGAAATGGA GGGGAAGAGG 
24951 TCATTAAATC RGG nDCTO GG GTTCAGCAGC AGATTOGAAG AGAATGGGAA 
25001 AAGTTTOGGA GCTCATTAGT GATAAGGAAA AGGTTTGAGA ATOOGATCAA 
25051 GATTAGAAAC CATOCATTTC TAGTGAAACT TCTTTCTAAG ATTCTGG0CT 
25101 TAOQCAGCTC CAGCTGTOCr CTGATAGGTG AACTATACAA TTC ATCTAA G 
25151 GCTOGGAGAT AATCAAAGOC AAGAAATTTC ATC7TTTCTA TCTATTTTCA 
25201 CTTCGGTGQC ATATAGCI7C TCTCATATAG TACTCATATC TTTTCAGTTT 
25251 TTC G TG A AGC TCA7TAAAGA TTTAACAACT I 1 1 1 1 1 1 HA CAN 1 M I AT 
25301 TGTGAGAAAA CATATATAGC ATAAAATTAC CATTCTGGTA AATTTACCAA 
25351 AAOOCATTTA TAGGATAAAA TTTAOCATTT TCGTCAACTT ACTGTAAATT 
25401 ACFGOCAGTT CTGTACAGGC ATTTGTTTAA TCCAGTCTGC TCTAATAOQC 
25451 TGCAAGGCAA AATTCCAAAT AAAAAOCTCT TTTCAI I ICI ACTTAATTTT 
25501 GOTAAATTTA GCAAAAGGGC AAATTTTATC CTATAAATTT TTTTTGTTTT 
25551 GACATTTAAA ATATCTTTTC TAAAAAAAAT TCACAGATAA AATTCTATAT 
25601 TTAAGATGCA TAATCTCATC 1 1 I IGIATTA TCTATAACAT GATCTATATC 
25651 TCATACATAA GATATATAGA TTCTAGAATT GTTAAGTCTA GG TAATTA AC 
25701 AAATGGATTA CCTCACAJCAG TTATCATTTT IGIGGTGAGA AGATTTTAAC 
25751 ATOOOOCTC TTTAAATTTT TCAAGAATAA AATTTTATCA TCTOGTCATG 
25801 GTOGCTCAOG OCTCTAATCA CAACACTTTC GGAGGGCAAG GOGGGAGGAT 
25851 TCATTCAGAC TAGAAGTTCT AGAGCAGTCT AGAGAAGATA CPGATAGGGC 
25901 GTCTXTACAA AAAATAATAA AAAAGAATGC AATAI RjTCT AAA 1 1 ICI IG 
25951 AATTTATTTT TCCTAOCTAA TTCTOGTTAT AT AICCI 1 IA AOCAAOGTCT 
26001 GOOCATmOC Cf C n C O CT C TAAGCAGTOC AGOCTCTCAG AOCATTCTAC 
26051 TTTCTATTTC TATCAGATCA GLCI 1 1 IA AG ATTCTACATG TCAGTGAGGT 
26101 GGTCTAAGTA TTTCTCTTTC TCTAOCTOGC I IGI 1 1 IAOC ATTCICAOCA 
26151 TTTATAAAGT GTACAATTTA GTGGCATTAA GTACATACAG AATCUGI IL 
26201 AOOCATTACr ACTOTCCTAC AATTTTAATT 7GAGGGATGA CI I IGI CATC 
26251 I CICI I C I A T GLIIIGIAOC Al ICI IGATC TATAAACTCA ACAAAGTTXT 
26301 TAACTGflGTA GAATAI II 1 1 GTATCTCTCT ATAGATCTCT GTGTGTCTAT 
26351 ATAGGTATCT ATAGATATAG ATATAGATAT AGATATAAAA 1 1 I 1 1 1 1 1 IG 
26401 AGACAGAGTC I IGLICIGI I GGGGGGGCTG GACTGAGTOG CATCATCATC 
26451 GCTCACTATA GOCTCTAOCA TACAGGCTCA AGCAATCCTC TCAGCTCAGC 
26501 CTCOCAAGTA GCTAGGACTA CATOCATOCA CCAOGATCOC TCGCTAATTA 
26551 AAAAAAAATT 1 1 1 1 1 1 1 ICI AGAGATCGGG ICICIGIGI I GOCTAGGCTG 
26601 GCCTCAAACC TCTAGGCTCA AGCAGTGCIC CTGOCTTOGC CTOOCAAGGT 
26651 GCTGGGATTA TAGGAATGAG CCAGOGTGCC TGGOCAGfAT TTCTAI 1 1 1 1' 
26701 GATACTGAGC TTAATTTTCG CAAGIGUGl GCAAGGCAGA AAI IG1GGTC 
26751 TTAG CIIICI AACTATTTGG TTGTAATTAT TTCTTAATAT CIGICI I ICC 
26801 TAGTCATCGA AAGTOCATCA GTGCAGGQGC TCIGICTGTC TTGTTTACAA 
26851 CTATATTTOC GCTX3GCOVGC ACAGTGC1 1 1 AGAGATAGTA GAGATTCAGT 
26901 G A I GI I ICIG AACAAATCAA AG ICC I IOGC TCGAAGAAGA ATTTATTTCA 
26951 GTTTAATAAG TTCTTTCTGA ATGCTTCATA TGAAGTAGGC AAAATTTC1A 
27001 TTCACATATT AATACAGATT ATAGGTATOG CACATTOCAA TC1XTATTTA 
27051 ATTAGTAGAA ATCAAAAAGA Gl 1 1 1 IATTT GCAATTTTCC CTTGGAGGGT 
27101 ATTAGAGCAG ACTGTGCACT AAAGAAATAG CTCTACAGAA TTOGCAGCAA 
27151 TAATCOCAAA GTTTGAAGGC TGTAGGTTAA TTAGGATAAC TTGACAGGAA 
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27201 GTGAGTTAAT OVAATTTCAG AGTTTAATCT TCCAATAATT TATCTTCAGA 
27251 CATACTTCAA GTATATCAGC AGGTAACAGG AA CTTTAG TT G GAGAATCQ C 
27301 CCAAAACACA AGAACTOCAG TOGATTTTCT GGC TTOCAGG AATCTTTTOG 
27351 AGGAAGAAAA AOCAATAAAA TGATTTGGGG GTCATTTTCT TOCATTACTC 
27401 TATATTAAAT ATACTAGAAT TTAAAATATT AAATTTTAAA AGATAAAAAG 
27451 ATCCAGTTTA CCTATTAACA AATTAAATAA T TTAGGAATT CTACTTACTT 
27501 CTGTAATACT TTAATATCAG TAAATATOGG CAI I ICIGIG TTAGCTAGAA 
27551 TTAGATAGAG TATTOOCATT TIM ICAACT GGCTTATOGT TAAATCGAAG 
27601 TAAAGGQQCA AACTACACAT ATAAGAATTA GTAGTACAAT ATTTAATACA 
27651 OOOOOTAAG ACTTATCACA GIGIGTCCTC T GTCAAAA GT AAGGGCTOCA 

27701 rerereci pg tgaaaaasgc cactggaggc ccttttcaaa aattaaatct 

27751 GOCTCCAGCA AGGTCTTnT OGATCACATG GAAAGGGGAA GAAGAAGCTA 
27801 TCAGGAGCTC TOQGCTTTTT TTTCTTCTPG TTTCTTTCTT TTOOCACITT 
27851 TAACTCTCAA GCTAAAACPG GGCTTTCATT TGAGGAAOCA OTAATAGAAA 
27901 ATTTCTTATC TACATTCAGC AAAATCTAGT ACFGAGTOCT TACTTTOGCT 
27951 TTTCATTCTC GGGATTCIOT GTCPGTCAGT ACA TCCAOGC ALI IGIGIGI 
28001 TTAAGOGTUT AAGGGAGACA GAGAGTOGGT ACAGGICI 1 1 GAAATOGACT 
28051 TO PGGCAAA AGTAATAGAG AAAAAGAGGA ATAGAAATAA GQGAGGAGGG 
28101 AONGGGAAGA GCAGAGTCAC AGGAAACAGT GA ATGAGGCX GCAGICTCAG 

28151 TOooocrrnc 1 1 i giooc cagtci igi i goligici ia tcatgatcct 

28201 G G I 1 1 I CA GC CAAOGTOVG TCAGTAAAAG OOQGGTOGA GGTCTCAGPS 
28251 OCF 5 0GT G GC TCAJATCAGC AGCTTCCATT TCTCACTOGG GCOGGAGCA 
28301 GCAACAGCAC AGA7TTOCAG GAACAGTTOC ICI IGICATT TTTAI ILCIG 
28351 AGPCATCAAA TTTAGTTATT CAGACGICIG CIGIICUCAG CTAGATAGAG 
28401 ATCAAAOVAG OVGQGAATTT 1 1 1 IC I 1 ICI CI lOCiOX ICI II Mill 
28451 GTATTTOCAT CI I GI 1 1 I GI ATALCI 1 1 IC 1 1 IGI MAAG TCAAGCATTT 
28501 GAACATCACT AGTTAOCATT TOCTTTAQCA AGCATAGGAC IICI GICI IA 
28551 CTTAAATCTC TTOAATCCT GTGAIGIGTC ACAGTTAGTT GAGACGTTAA 
28601 AQXTCTTOCA TACATCTGAC TACAI IGGTA AATCTCAAAA ACATCATATC 
28651 GAATCAAAAG ACAAAGTTCT GAAAIGICTC ATCTGATO0C Al I ICCI IAA 
28701 AAAGTCATCT AAAGCAATCC TACCACATCT CATAGAATCT AAAAGGCTAT 
28751 ACTGATOCTA AGATOCAOA TTAI 1 1 ICIG TACACTCAGA AAGGGQGAAA 
28801 ATTOGCACTT AAATTCPGAT GTAATCTCTC ATTATQGATT GTAAGATACA 
28851 TCTACATTTT AGAAATGGTA TAATCTTAAA AATATQCATT TTAAATTCAA 
28901 GOTAAATTTA ATTAAATTAT TTCAAAGGAA ATAAGOTAAA TCTATTTTAT 
28951 TCAAGCATAG TTATCTAATA AAAATAGAAA AGCATGCATA GGAATOCTAT 
29001 TTAGOCAATA CAQGATCTGG TAATCTCTAT AAAGGGAGGG AGGGAAATOG 
29051 AGGGGGGAGG GCAGAGGAGG GGOCTCATCT CIOTAGTTTA 1 1 1 II IAAAA 
29101 TTATAAAGCA AATATTACCA G AGTTA AGAT TTTAG AAAAT TCAT7GOTAA 
29151 GCAOCTATAA 1 1 I fCTGAGT GLI I ICAGTA TTTC ATAATC AAAAGTATCT 
29201 ATTTTAAAGG TAGGTTATCT ATTTAM 1 1 I ATTTAI 1 1 11 TTTCAG AGAG 
29251 TGTCTC A TTC CATOG00CAG GCT3GAGTCC AGTGGTUTGA TCTTOGCTtA 
29301 CPGCAACCTC CTTAAAGCTA CATTATTTAA AAGTCAC ATA CAAAGCAAGT 
29351 TOCAGAAGOC TCTATCTAGT GGAT7CTATT 1 1 1 1 1 IAAAT ACTATTTAAT 
29401 TCT AIG I I CI TCTACACTTT TTOCTATGTC CATCTTAOCA T AGCPGTG OC 
29451 mTTTOgnG GAAGTCAGGA CAGAI I GLI I TOCACATCTC CAI 1 1 1 IGIG 
29501 TCTCAATTAA AAGATOGACA AGTATCATCT ATTATCTTAG TAGTCATCAA 
29551 ACAAGGAAAA AGGTTTCTTT GTTTOCTTC1 1 1 1 1 1 I IAGA TC AAGTCTC C 
29601 GOOCAGGCTG GAGCDCAGTG GCAOGG1CI I GGCTCACTGC AAOCTCTGOC 
29651 TOCTCTC1 I C AAGCAGTKT CTOQG PGAGC C'ICCTCAGTA GCFQGGATTA 
29701 TAGGCGCCTG OCATCAGGOC GGCTAATTTT TCTATTTTCA GTAGAGACAA 
29751 GGTTTTGOCA A GTTOQQG AG GCTGGTCTTC AACTOCTGAC CTCAGGTW 
29801 GGAOCTOGCT TCGOCTOGCA AATTCTTOGG ATTACAGGGG 7GAGGCACTC 
29851 TGCOQGGQCT GGAAAAAGTT TTTAATGGTA AAGATCTCAT GGAATGAATA 
29901 GGATTOGCTG GCATTATTTC I IGCIGI IAA TAAGCAGTCA GA AAIGI I IC 
29951 CATTATATCT I IC I I IGAAG GCAGLI I ICI GGTTCCT00C TTAI ICI I IC 
30001 III C I CA GGC ATCTGGTATC TAGAAAGGCT CAGGAGTAOC TTCATAAAAA 
30051 TTATTGTACA AGTTGAGCAA AACTCAGTAG TATCATCOCT AGAGATCTGA 
30101 TAAAGAGGCA CTTTTAAAAT AGAGGCTTCA AGCTAACAAA CI 1 1 1 1 1 1 1 1 
30151 TTAAOOCCTT TACTGAAAOC TAAAAAGAGG TCTGGAGTTT I POQCTCCTG 
30201 TCACCAGATC AAAGGGCTCT AGTAGIGI 1 1 GCTTATTCCT GAGGCAGTCA 
30251 GGAATCAAAG GACTCAAGGG GIGI I IGI I I TATCATAOA CTTCTAGGGA 
30301 CCCCTTACCT GCTATA00CA TCAAAAAGGA ATA 1 1 ICI IA TATC0CATAA 
30351 T AIIC I IIIA GTATCAGACT TAGGI 1 1 IAA IGICCI IACT GTTAGAGTAA 
30401 AAXAATTTOG GCAAGAGCAA TTTTTTAAAT GGCAAATATA GTCACATCAC 
30451 TTGATTCAGA ATCTCACTOC CTAGCATCTC GOGTAATGAC TCATAAGAAA 
30501 GAAAAAGCTA AATGCATGAA GAGGTTCACT ATAGCATTAC TATAAAAAAG 
30551 TAAAAATTTG TTTTTC1 I A T 1 1 1 1 1 1 1 1 IG 1 1 1 1 1 I GAGA TCTAGTCTCT 
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34001 ATATTTTGAA GCIOVAACCC CTGGTGTGSC MTATTTCGA GATGGGACCT 
34051 TGACAGATGT ACTTAAGGTT AAATGAGGTC ACAAGGGTOG GGTCCTQCTC 
34101 AGVWkUtT AGTOTOCTTA CAAGAAGAAA CAGCAGATAC ACTCATTCAG 
34151 AAAATGGAGA ACATTGTAAC CTTACTGGTT TAGAAAGGAT AATACT9GCA 
34201 GGCTTGCTGG TOTCATTTT TATTATTTTG AATGTCTTCT TTCAAGTATT 
34251 TTATCTATCC AGAOGCAATT TCTATCATAA GGGAATTTCT TTCAAACTAT 
34301 TAGGTCAAGT CTTTAATTAT GAAGTTGGCT TAAGCCATTA AGTAGTATTA 
34351 ATGGGGACAT OCATCTTAGA AATTAACTGG AAATGTAGAC TAGAAATATA 

34401 aaSagtctg gtcatgacta atgtctgtat goatttogga a^aagagat 

34451 TTGCGTATGT CCTGACATTG CAGAACCACA CTGACACTGA GGGA AACATG 
34501 CTGA0GTCAT TCTTCCAACA TOCTTAGTTT GGATTTCATG AAACATTTTT 
34551 TTOoStTCT GCTTTTTCTG TGTTTAGTAA TCCTTTCTTC GATTCTTGAA 
34601 ATCAGAGGCA CTTATTOGAG TTCATAAATG GCAGTTCTTC ATGTCACTGT 
34651 TTAGAAATTT AACTTAGCTT ATG GACTAGT TCAGGCTTAG ATAACTCTGG 
34701 AAGTCTTTGC ACTTTCAAAT ATACTTTTTT ATAGTTCAGT TTCTAGACAA 
34751 TATAACATTT TAT AACTTAA ATGGAAGTAA AGTCAAATOC CAAAATGCCA 
34801 GTTGATTCTG TTAATGTCTG CATCGCTCGA TTCCAGAATT GCAAAAATAT 
34851 CAGACATAAT 6ACTTTTATT TGTATTTTAT ATTATTAGAT TTATCAGATA 
34901 TAAAATTGTT CTTTTAAACT GCTATrTCTA ^tS^^S^Z- TrrxirvJ!cC 
34951 TT ATCTTCTG AACTOGTAAT AGTTTTCAGA CTGGTOOCTG TGCATGAACC 
35001 ACTTTGAGCA TTGGTGGAGA TSACTTTCAC TTATAOCATG AGCCAGCAGA 
35051 TACTGTAGAT TATTTCGCTC TTTTTAAAGA GAACATCATA TCATAGTGTT 

35101 Stmt atttcagcaa gatattaggg ttgtocgat gtcgcaatca 

35151 TTGTGGAGTG CTTAGTGTGT GTTTGTTTn TAAGAATTOA CTTCGAAACA 
35201 TTTATCTTAA GGTGTTAGGG TTATTTTW TCTTTAGTAC TAACGGTATA 
35251 AACTGAATTC CACTGAAATA GAGCTTATTT TGATCJATAA TTTTTCAAGT 
35301 T AI 1 1 1 1 1 A T AAGTCTGTGG GTAGATAGCA GGCAAGTAGG CACTTT ATTT 
35351 CCCTAATAGA AAAAAATATA TATTTTTGTC AAATATTTCT GJJTTATTCA 
35401 TTCATTCAAA GTATATTTGG AATGTTTATT TCCAGGAAAT JTTGGAATAT 
35451 ACAATACAAC CAGCTTCTTA TAACTCCACT TTAAGTGAGC CATAGGTCAA 
35501 ATAATGACCA GCAAAATGTA ATGACAGGTG TGOCTCTTAC TCCCTGTTGG 
35551 AGGAATTGAG GGACTCTGGT A AO0CT GTAG GGCTGGATTA GTTXAGTTCA 
35601 TTGGCAGCAG CATTATCCAG ATTTTATTGT GGGGGGCAAC GGTGGCTCAC 
35651 AOQGGTAATC CCGGCACTTT GGGGGGCTGA GTTGGGOCTG JTCCTTGAGC 
35701 CCAGGAGTTC AAGACCAGCC TGGGCAACAT AGGAAACCCT GTCTCTACAA 
35751 AATATATAAA AATTAGCTGG GCGTGGTGGC GTGTGGCTGT AGTACCAGCT 
35801 ACTTGGGAGG CTGAGGCAGG AGGATCACCT GAGCCCAGAA AGTTGAGGCT 
35851 GTGGTCAGCT CTCATTATGC CACTGCACCC C AGCTTGGGT GATACAGTGA 
35901 GACCCTGTCT TAAACAAACA AAAGAGATTG T AI IGIG I IT TGAAAAACAT 
35951 AGTTTTTAGA GAAATTCTGT GTTAT1CI IC TATTTGGATT ACAGl.1 
36001 TTAAAGAAAC TATGGAAAGC TACAGACTAA GCTCCTTTTC CTTTGGTTTT 
36051 TTTTCCATGT TATAGCAGAG AAOCAGCCAG GGGCAGATTC CTGGGCTTGT 
36101 GTCCTCTGCA GTTGCACAGG GCTCTGCTCA GAAGGGTC3CC ATACIIGGCT 
36151 TAATGCTCTG CTGTCAGCAT CTT6AAAATT TTTAATAATT TTATATTTGA 
36201 1U I U I IIG TAAGTTATAA GCCCAGTGGG OGAGTOGAGG CTGTTCTAGG 
36251 GGTCTGQGTT TGGCTCATGA GAGGTACATC CTTCGGAGCT O^AGGATG 
36301 GGCTCTCAGC AGCTGGCTTT CTGTACGCTG GGAGGGCAGG CGCTTCTTOG 
36351 CCOCTAO00C GTGTTCACTG TTGGOCTGAC CTTGGGTGAT G ACTGGGTGA 
36401 CATGGGAGAG GAGGAAAGGC ATGTTCTGCT GTCAOQCTGC ACCTCTTGCT 
16451 GGGTOCTOS TA^AGCTCA GGGAGGGTTG GGATOGQOG TCTCTCACTC 
36501 ACAGTGTTGT GGQGAGTGAT GGTGGTCATT TTAT COCAGG CTGGCAGCGT 
36551 GCTGGCATAT TGATGAGCAG CTGCTGGCAT GATGATTTGT OCTGAGGCTG 
36601 GACOQGACTC TGTATCTTGG CTTTAGTCTA GTOCACTTCT CAGGAi iu-i 
36651 TGGAAGGGCA GCTAAACTGC AGAGAGAAAG AAGAATATGC TTTGGGATTT 
36701 TAAAGATGGA AGGOCATATG CTATCAATTG GAAAGGAGTT CA6ATTCTOG 
36751 CTGGGCTGAA TCACTGATTT TCCAGGCAAG TGGAACTTTA AT GACCCAC T 
36801 AGTGGGCTTT GTTCACTGTG GGCTGGCTGG GGAGGAAOCC TTGCCTTTAA 
36851 AGAACOCTGT G C1LI 1 1 A AA GTTTGCAGGG CACAATTCAG ATCCTTCAGG 
36901 TACAGTTCAT CGATCGAGAC CTAGCAGCTG CTTTAGSTAA GGGCTCTTGT 
36951 TACTTCTTGT TCTTATOQGG TT CTTATG TT CAGCTCAGCT TCCTGCTTGC 
37001 TOAGAGAGAA GTGGTAGGTT CTGTTTTAGG CTTTTCTTTT TTGGTGGTGG 
37051 TGGGAGGTGT CAAAGOGCAT TATTGAGGGG AGTGQQQGTG GTAAAG CACT 
37101 GGTGAGGAGS ATGAGAAGOG AGCTCCTTAG OGAGGC CAGG AGCTGACCTC 
37151 GCAGAGGCTG GGOTCAGGC ACTGAAAACT GTTTTAGGCT TTJCTGCATC 
37201 GTTGGAGTTT ACTCTTAGTT GCTGACAGTC ACTCATCGCC TGGAGAGGGG 
37251 TACTCAGCAT AATCACTGTT GGTATTTTAT TTACTAGCAG TTCTTCATCA 
37301 TTACGGAGAC TCATTCCATT TGGAAAATAA ACATTGQCTC ATCTGTTCAT 
37351 GGTATATTTT TACACTTO0C TTTCACTCAC ATGTTGCATA TTAACTGAAA 
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37401 ACATCAGCAT GATC1 PGGAG OCTAATGTCA TCTGGATCTT ATTAGCATCT 
37451 ATCTTTTTAT OGTCAGGTOC TCCTTPSGAC TCTGGOCCAT TOCTOOCACC 
37501 TCTC1 1 CATC CTGTOGGGGT TCATCTCTGC OQOTTCCAT AGTCACTTCG 
37551 CTTTTO GAGT TTTAI I ILI I CTCTAAGOCA CTOTOCCTT CCCTGTCAAA 
37601 TATAATTCTC TCATCAGCAA CTCTGCCTGA TAATCOCAOT CTATAGGCCA 
37651 TAGCTCAGGT HG1 1 1 IA ATC CTTGCAAGGA AbJLILITCA GATTACTACA 
37701 GGGTAAAAGA ATCCATTCCC TTTCAAOCTC TCATTACTTA CTGAATCAAT 
37751 TATTTATTTA C I IGIG 'I A AT TCAGATCCAT GCTCA QGTAT GTG1 1 1AGTT 
37801 TAOCPCTGAG ALIblGGCTC GCTCTAGACA AGGGTCTTTC TCTOGTATTA 
37851 GTOCACrroC TOVTTCTCTA ATTTCATCAG GACAGAATCA GGGCAAGACC 
37901 TACTGQCTAA GACTTCCTGC TOOCTCAGTT Al I Ibbl I IA LlblllAAGC 
37951 GCmGAGCCA GGAGGTGACA GTATC1 1 1 TG TCTTOCAAGT CAGATAACCA 
38001 GTAACAGTAA TATTCTCATG TAGGTCTAAG GGGCAATAGG AGQ CTGAATC 
38051 TCAGGOQCTT GGCAGGGATC GTTTCOCTGG GTTACTGGAT TTCAGTO I I 
38101 bILI HJ QGTA ATAGTAACTT CTCTGAOQCT TOGCTCAAGG AG I LCI I Id 
38151 AAGCTAAATC (JULIOLIGAA GAAAGIGCTG ATATTCATCA GAAAAAAAAG 
38201 TAGG bl 1 Ibl GTTATCTTAC CATCTGGGAG ACATTGGCTT TAATCCTCTC 
38251 OC UCI ILI I TTCCTTTTAA AATTTTCAAG AATC00CAGA ATTCAGGGTC 
38301 AATOCTOGAT GAGAAGGGGC AGAAAAGTCA GOCAGTCAGA GGTGAGAAAG 
38351 G Q G TC 1 n ST G TTCCAGTTGC TCTACTTTAG AGGGCTTCAG GGGCGCATTA 
38401 GGAGCAAACC AAATACTOG AGGTOCTAQG AGAAGATTOC TCTAAATOCA 
38451 GGATGATTTC ATCATATGAC TTCAGATOGA GGGGTTCTTC ATTAGTAATC 
38501 GGCTTTTTCA TTOGCAGGAA GTAGGTAAAC TOGAGGCAAT AGGATTOGOC 
38551 ATAGAAATAT AGGGAACTCT ATCCTTTCAA CTCTTCTGAA GTOGGAGCA 
38601 AAOCAAATTA rTTOG G GTIC ATTOGK3GCT AAGAAATTAA CmTATACT 
38651 TATAGTTAAA AAAAAAAAAC TTAAAGAACT TTTATTAATT CTTC00CAAT 
38701 AGAGTGATTT 1 1 1 1 I 1 1 1 1 1 TTAAGAGAOG GAGTCTGGCT CTCTTCCTCA 
38751 GGCTGGAGTC CAGTGGTOCA ATCATOGGCA OGGCTCACTG CAbOll IGAC 
38801 CTOCCAGGCT CAAGTGAG0C TCOCAGCTCA G0C1GCIGAA GTAGCTAGGA 
38851 CTACAGGGGT GCAOCACCAC AQGCAGCTAA 1 1 1 1 lb I ATT TTTTOGAGAG 
38901 ATGAGATTTT GTCATGTTOC OCAGGATAGT CTOCAACTOC TOQGCTOGGG 
38951 OCATCTCCCC G0GTTOGGCT TCCAAAGTOC TGGGATTACA GGGATGAGAC 
39001 AOCATCCOCA GGCAGAATCA 1 1 1 IOLI I lb TTCAATTCTC AAAATTTTAT 
39051 TOGGCTTAG GTAATTCAGT AGGAATOGCA GAGAGTAATA ATTTTCAGTG 
39101 TA A I C1 1 1 A G CATTACATAA AGCTCTACAA ACATGAAGTA AAAAGTTCTT 
39151 TACAGACTTT CTATAGGAAA A ATAAATC TT TATAGATCTG CTTATCAACT 
39201 b l l l bMU l CCTAGCIOG CAM I I CATC TATTGATAA C TCPGAG AGTT 
39251 CAAGGTCAGT TAATTCTACA 1 1 1 ILIbGGA bl 1 1 1 ILICA CTGTTAATTA 
39301 GTAAGACTTT GAATCATTAA GTGCTGATGA CTACATOGCA CAATTCATTA 
39351 AAGACAGTCA TACTTTAAGC TTAGTACAGC TATAATCGGA OGGTCAAATA 
39401 CAACTAGGAA AGTATCTTAT TAAAGTATTT TACATTTTAC TAATAAAATT 
39451 TATTTAAAOC CTGAATTAGT GTTTAI 1 1 1 1 bl I IU UGAAT TCTCAGTAAC 
39501 ATCFCAGTAG ATOCGTGAAT OCTGOCAAAA GAOGTATTTT AATOCAAAGA 
39551 TCTTTCTGCA TCTATAATTT AOCACACTAA AGCTCACATT ATCATTAAAA 
39601 GCAGCATTAT CATTAAATTC TAGAGATTTA TTAGTTCATC TOCAGGCCT A 
39651 ATOGGAGTOG TTTGGAGTAA AOCI I IblAG AAACAATAAT AlblM lbAT 
39701 AAATGCATAT GGG0GTOGAG TOGTTATCAC TTA0CTOCTC ATCAAATTTC 
39751 TOGAAAGGFG ATOOGGAAAA GGAGGAGACA TTTATOGTAA GATATAACAC 
39801 CTTAGGATAA GGATTAAGGC TCATTGAAAA ACTCTGACTT AATCAGTTTA 
39851 CCAAAAAACT GTTCTATOCA CATCTCATCA AAG0QCQXT GAAA TTOOCT 
39901 TGC L l L l bll AAATTTTTCT AGACAGTCTG AATAGAGGGA TGTAAI I ITT 
39951 TTOGATTTTT LlblUillA A ATAAATATOC TTTA GAACTC ILMIATTCT 
40001 TCAATATOCA TAAGAGTTTA TATTTATACT GTAIbl I Ibl TATTAGGATT 
40051 CCTTTCAATT GCTATATAAA AAATCTAAAG TLIbl 1 1 ACT GCOTAAACC 
40101 TTCTCGTCTA TTTTTATATA AAGTAAGAOC CTTAATTCTA ACTTOGCCAA 
40151 CAGGTAGGAT GGTATTATTA TTAILI I CAT TCTAGAGATA AGGAAACPGA 
40201 GGCTCAGATT GACTAGATCA AACAGGAGTT TTCTGGAAAA (XTAGGACAC 
40251 AAGGCTAAAT CTTTGAACTC AAATACTGCT CTACACTGAA TTAGAGTTAT 
40301 ATACTCATTT Llbl IblAAA I ILI IAGAGA AGAGAGAGAT AGAA ATTAG T 
40351 AACTTCAGTC AGTAGCGGCT I IblTCAAAC AGAGGCAGAT GCATATTTTA 
40401 TCGTATATCT TTAT A I C TCT GTAATACTCA TCATAAATCT CAGATTTATA 
40451 ATOGATAGTC OOCAI I ICIA AATTTATAGT TCAAAGCTCT GATA 9GAATT 
40501 AGGAATTATC TTAAAblCLI AGAATAATAA ATATTAAGAT TTTCAAG ACT 
40551 GCTTAAAACA Glbl IOCAGG CTT3GAI 1 1 1 1 T0CTTAGTTT 1 1 1 1 1 IOLI I 
40601 A al MM I A C CTTAGTTTTT TOCATCTAAT GAATGAGGAG GC ATPSGGGT 
40651 TOGTGTTTCG TTGTAAAQGG CAGGTTGACT TCACCA3GAG blblllLI lb 
40701 GTATTTATCG A7CLILI 1 1 1 TCACACTAAT CCTTTCATTA GLI ILI ILI I 
40751 ATAGTTCATC CTTGTAGAGT TCCAGCTCAA TGGTAAGTAG GTAGAAATAT 
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40801 GCATPGACTA ATCTTCAACT ATATCTAGGA GOGTCATATT CATCCTACTA 
40851 ctgagcactg TCAOCTAGGT GAAGTCTGAG ATTAAAGAGC TTTA I IGLI I 
40901 ACCACGTTTC TTTTTCATCT AGTTAGAGTC ATCTGAGGGA GTOCATCACT 
40951 TTTAGGATCT TATAATATAA TOGACATAGT ACTTTATACT TTTCAATTTC 
41001 I I II 1 A TATA 1111 1CJLI IA OATAAQOCT GTCAAGTOA GTGAGATCAC 
41051 ATQOTTATTA ATATATTACA AATCAAGAAC TCPGACT TOG AGGTAGTATA 
41101 GCACTCTGGT TAATAATAGA AOT7CTTATA 1 1 11 1ATATC MTTATATAT 
41151 TATGAA0CAG AGCAGAATAC TAGCTCTAOC AATTAOCTAG CTGAGTGATC 
41201 GTGCAGCAAC TTA A 1 CIC P C AAAG0GCTGG 1 1 1 ILILA7T GTAAAATGGA 
41251 GGAGCTTATA GGATTCTTGG GTAGGTTAAA TGAGATAATA GGTAGAATTA 
41301 AAAGTAA0GG CAAAAAOCGC AATTALI 1 1 I GCAGCAAGCT GATAT TTAGA 
41351 ACAGTOGAGG CATATAGTAG GCATPCAATA AATATTOGTA GT ATTATTT T 
41401 CAGAGGTTAT TACTCATTTA ACPCAACAAA AATTCAGAGC G0LI I ICIAT 
41451 A0GCTAGTCA 1 I GIG CTAGG CA TCAGGA GC AGAGGGGAAA GCTGGTAGGG 
41501 7GCTTACTCT GATOGAATTT ACATTTTAGT GGTAGAAATG GTAAATCAGT 
41551 CAAiGAAGAAT TTTATOGAGT GAGAAGGACT TTGAGGAAAG TAAAAOGGGA 
41601 CAATCCTTGA GAAGGGTOCT AGTTGGGAAG TOOATCACA GGAAGTGCTA 
41651 TTTCATCTOX GAOCTGAGTC AOCATAQQCA CATGAATACXZ TGGGGGAATC 
41701 ACTPCOCAGG AGGAAAGAGA AGGACAGAAG CGGAAAGGGA GGATCACAGG 
41751 OGGCACATTT TATTGGTGCA GTGTOGAGGT AGAGGGACTG GAITGTGTAG 
41S01 GG1 I PGTA QG GCAGGGTAAA GAGCTTGGAT I ILI I CI GAG TCTAGGATTT 
41851 TCAGCAGGGG AGTGATCTGT OTA 1 1 I TGG GOGGGGGCTA GGGCAGGTAC 
41901 TCTCAAGGAA ATAATOGTAT AGAAGAAATA TCTOTTOT GCTAGAATCT 
41951 TATGTOAGAT AGAAOAGTG GTOGCTGATC AGCAATTAGA ACTOCAGTCT 
42001 TCTTOCTOGr GTACTOCTAA TCTGATCATT GGATCATATT TATCAGGTAT 
42051 TTTTCCAGCA GTtAILTCTA AAGTOGCATT ATGGI ILIAG TTATCTATCA 
42101 TTOGATCTCT I IGL I CIA AC AGT00GAAGG GGCATCAAGG GTGGAAACAG 
42151 AGTAGAGQGA AATGGGTGAA AAGGCTATTT CTAAACACTA GACACAAAAT 
42201 AGGGATTAGG AAGTAGTOGG GGTTAGGAGA AAAAGCAAAA IU.ILI IGIG 
42251 CATOGAGAGG GAC A1 1GI IG AAALIGTGGC TTCTTCAGAT TAGATCAGTG 
42301 AAGCTGOGTG GACTGGGTEG I LI ICO CIAT TCAQ CAAGCT GAATOCAGGC 
42351 GCAATOCAAG ATTACTOCTG OCTTTOCTO GAGGCTTTAG AC IGI I A GFA 
42401 GCTTTTCTOG I L IC XA CTGA GGQCAAAAGG GGG AGTCATA CGCTTCAATT 
42451 TTCTTCTTAA AACAQGGTTT CATTTOCTTC GAAGI ITC1 1 ILI I IGAATC 
42501 1 1 IL I G I LA G TTTAALIGII ATCATCAATT GGTTAGCATT CTAATAATAA 
42551 TTATAATTAT AGTAAAGATT TATTGAGTGC TTAOGAAGAG GCAGTTOCAA 
42601 G LI 1 11 1 1 A T CTOCATTATT CTOCTACTTT OL I ILILA TT TTAGAGATCA 
42651 GGAAAATCAG GCACAGAGTG GTTAATTAAT CTGTTTGAGG TGCCGTA9CA 
42701 GGTCAGFGAT GOCAGGGTTC AAA0CTAC3C TTAACTCTAC ACTAGAGACT 
42751 GIMILIIA A TTAI I ILI IC ACAATCATAT GTTTAATCAT TAOTATTCA 
42801 TTATTTAGTG GTOGATAAG AAGAGGGAGC GGIGLILI IL TCTTCGAGAA 
42851 GAAAGGCTGG CTGATCAAGA GAGACTQG1 1 GGTTTGAAGA AAAAATATAG 
42901 ATGTTAATTC CATAACA0CA CACTCTAAAC ATTTCTACTG GAOGA GTTOC 
42951 AOCTGfGTGC CACTOGAAGT GGGATCCAGT AAGGAAGGCT TTTTATTCAG 
43001 GAGAGAAOGA ATAULI L I G 1" ATTCAAAAGA GAGTCTUTTC I ILL I IATAG 
43051 AAGATGGAAG GGGGCTTCOC AGTCACAGAT TATGATCATT AQCTOCTTAG 
43101 TG G I 1 1 1 1 1 1" TTAT7GCACA GACTATAATA ATAATT ATAA AAATTTGTAA 
43151 ATCAAGAAAA AILI MA 00C CAACAAATTG TTTTTATATT TTTCATATTC 
43201 AT A I M I H C ATATTCATTT TAI 1 1 1 1 ICA TATTCAAAAA TAAAAGAATT 
43251 TTCATATTCA TTTCAATTGT TTAI 1 1 1 1 IL ATATTCAAAA ATAAAACAAT 
43301 TTTCATATTC ATTTCAATTC TTTTATTTTT TCATATTTTT CATATTTC AT 
43351 ATTTTTTCAT TTTTATACAC AGTTATAGAG TATCTACTTA Mill LATTT 
43401 AACATTATCC TATAACAGGT TTTAAAGTTA GGCAGTAAGT CTTTCCAGTG 
43451 AAAAGGAAAA GACTGAAACA TCAAAAGGTT A OGAGGC ATT ACTAA TTCAT 
43501 TGGAATCATC GCFACOGGC AGOOCATCTCI AOTTTTCG^G CTQGGCTTOG 
43551 AAGGAACAGC TGTCTATTTG GAOCTRGGAG CAGTCTCTCA GGOTCCAAG 
43601 AAAGTGGGCA AAGAAGGAAG GGGGG1 RGGG GGGAGAAGTG GAAAAGTACA 
43651 GTGGTTTGGA ACTGATCTGA AACTATCAAG CTGGTTCAGT TCAGIGI I AG 
43701 AAAATAGGAA AAACAAAACA ATI ILIA0CT GATATGGTAC TTTAATTCAG 
43751 GTTAGCACTT CAGTGAATAG GGAATGCATT ATAAI 1 1GIL AGAATT ATCA 
43801 AT AI I I IL I I LI PGTCA GTG GCTTTATATT TAATAGTTAC ATGTTATAAA 
43851 GGCAGTTTTA TCAGTCAAAG AACAAAGTTC TTCACAAATC OATT TTAGT 
43901 GATAAAGCTG TTAI ILIGTA TTTAAATTCA GTTTAACTCA AAGTOGTTTT 
43951 TAA GI 1 1 IA C Al 1 IG TA TAA CTGTAGACTA GGCATATGGC ATTCAAA9GC 
44001 CTOCAAGATA TAACTTGAGA CALILI IA3G AT GGAATC GC A TATTC AGAA 
44051 I L I fTA CTGA CAGCTC00CA TATOCAAATT GGLI 1 1 ILIL ILI IGGGOCT 
44101 CTGGGTGTCA CAAGGGACAA CTTGAGTGAA AGGGCACAGG ACAAAGTAGA 
44151 GATGCTGTTA AATCTCAATC GAGAAGGGCT GAGACAACTG ATAGAGAGAA 
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44201 1 PgTTTCTCT TTTCTOQCTC ATAAAATAAG TAAAATTOVA AGTG AI 1 1 IT 
44251 TTTTAATTTT TTCCTTTCAC ACAI IGVGI I TAGTCTGA7T GAGGTCATCT 
44301 TACACAACAG AATOG AAAAT GCTGAGAAAA TMTTTATAC AACTAGAATT 
44351 GCAAAATTAG Gl 1 1 IGCATT AAGTTCAAGC TATCATTTCT TTAAGAAAAC 
44401 CTAGACTGGA GTTAOCAACT GGAATATmG GTTATCAGAC ACAGTCATCA 
44451 TCTCAGAOTA TCWGTTTQC TTCTAAGACT TATTTCTGTG CTTTTAAGAC 
44501 CroCTOOCTC OCACACTTTA TCATAACAAA AAACAAGAGA CACATCTTAG 
44551 TACTGTAGCA TCTATAGTCA TOGGGAATCT GTTCTAAAOG AAATOOCATC 
44601 ACAGTQGAGT CAACACAATA TTTCTAGQQG AGAAGGTCTT GCTCTTAAAC 
44651 TCATCTGAAG GCATTCTTCT CTACTATOQG AA CTTCTTTA TCTGGOCTCT 
44701 AGAAGACAGC TCAGATOGTC TTCAGTGAAT OGTTCACTG ACATCTTCCT 
44751 AGIIILIIIA IOI I IACATC TAAACAGTGC TTAGAAGCAT CTTTCOOCAA 
44801 GLIGI ILI 1 1 TTTTGATCGA CTCCGCCTTT TTGGGGGAGT ATCACTTGAA 
44851 T GAGCACTXjT TCTACTCTCA GCACTAGAGA TTCTOTTATG TG TGT UTG GA 
44901 QCnCCITCl QGCrnSOTAG CATTAGCTCT GGATTAGA7G CTGCAGGCTC 
44951 ACCAGGCAGA AGGGGCATTC A G rCTGCTG CTACTTAOCA GCAGCTCTCr 
45001 TTCCP0GAGT GTGTTAOCCT GGCAjOCAOCT GGGCCTTCGA OCTGGGTOCG 
45051 TTOQQCTATT ATOCATGCTC CXAOlfGOX A TCIC1GC1C TCATATAATC 
45101 TACTAGGATA ATAAAOTAQC I 1 1 ICXXTAC CATAATC1 1 1 TFTAAATAGA 
45151 CATACAGCAA TCTATAATOG TTAAGAGCAT GATOCAAACT GIGTCTCATr 
45201 TTCAATOCTC GCTCAOTTAC TAQCTATCTA ATCTTG*GAA AACTACTCAA 
45251 TCTCTCTG1G OCTTAATTTT CTTAQOTATA AAGCAGATAC TAATTA7GGC 
45301 ATCATAGGGT AGGTATGAGG ATTAAATCAG TCAGTATTTG TAAAACACTT 
45351 AAAACAGTGA CTGACTTGGG CTACJULLI 1 1 TGOSTOOOCT OOCTTTCTA T 
45401 GGGAGCTOG I M ILACTCT ATTAAATCTT GOAACTTCAC A LILI PDC AG 
45451 TCIGIG IMG TTATGGCTCA AGCTGAGCTT TOGCTOGCTG TOCACOVCTG 
45501 UGI I IGCTG GCATOGCAGA CCOGOOGCTG ACTTCCAOQC CTOGGATOC 
45551 GGCAGGOTCT GCACTGCACC TCTGGTXXAG GGAGGTGGTC GCCATTGQOG 
45601 CTGGCAATCG GGCTAGGGGC TTGOCATTCT TOCTGCAGGG GOAAGTGCC 
45651 CTGGGTTCAT GCTAATTGAG CTGAATAGAG CFUTAACACT GACTCTATGG 
45701 CGCAAGGTTC CATTCCT7GG AATCTCTOAG GQCAAGAAGC GCAGGTCAGA 
45751 GAAGAAGAGG CTTGOCGGCA TCTTCGAAGC AG00CG0CAC C AIL I RGGGA 
45801 GCTCTAAGAA GAAGGAO0OC GOGGTAACAT TTTGGCCAOC ATCAAGGGAC 
45851 TTCCAAAGGG GTGAGTAATA TCGGAGCACT TT7GCT7GCT GMCIG OGCT 
45901 ATTCTTCATT GGAATTGGAG GAAAATAQCG GGGAGCTGTC AGCTOOTTAA 
45951 AAACAATTAG CATOGGCAOC AGACTTAAGA CTOVGGTCTG AGGCTCTCTG 
46001 GGGAAG9GCT G7CTAACAGC OOOCAAjOOCT 7C7GGOT7GG GAGCGTTCGG 
46051 CTGTOGGAA GCAGCTTOCA CI 1 ICAGTTT TCCTGGGGAA GCTGAGGGOC 
46101 GACTAGAGGC AGAAAGCPGT TCTCXTGAAC TO CTOGTCjI V AG CTOGI fG A 
46151 GATCA TCGQG CAGOCAGAAG TCTCTACTCA A&GVCAGCC ATG0GTGGAC 
46201 OGCTAOCTTr OCnCTGAOC TATAO CIU I G GIC LIGAOC ACAACTTGCT 
46251 TCAAAGTCTA GOOOCAAAAT ICICJLI TACC TCTGAATCTA CTTCCPOGAA 
46301 TOOCroOCTC CTAGCTAOA ATOGTTCAGA OCTnCATTTC CTCTAGCAAG 
46351 CTGTATUTPOC AAAGGGATCT AAGGAAGCTC TATCCTGTG1 OCTTAAGOCC 
46401 CTAGGCnCTG AAOOCAGATA GTO IGICXJC TCGTG1CGCT G0CAATTTAG 
46451 GCATAGAGCT CTCAACATOG GCAGTTATGT AQGAO CTOTT G0GCACXATC 
46501 CTTGGCAGGG TOOCAGOTTT GTAAAGGGCT AQGAGAAGAG AGAGAGAGAG 
46551 AGAGACAGAG AGAGAGQGGA GAGAAAGAGA &GAGAGGAA GAGGGAGTCA 
46601 AAGAGAAAAA GAAAGAGAAA GATAGAAGTA GTAAAGAAAA AATAGTGTGC 
46651 OCTATTCCTT TAAAAGGCAG AGTAAATTTA AAAGCTATAA TTCATAAT7G 
46701 AAGGTCTTCT GCTGAGOCIG TAACACTOCA ATAOCACTTT ATTCTCAGTC 
46751 TAAAGAAGGG GGTAGOGCAA AAACAOGAG AOCACTGAGA AOCTATCAAA 
46801 ATOCTATCAA AAATCCGTAA QOCAGTAACA GGTGGATGGG OGAAAGGCAT 
46851 TCAGTOGGTA GGGGCAAOG CTTTGCTAAA AGTAGAAAAA TAACTTTAGA 
46901 GGAAAOCPCA 7TCTGAGTAC AOCTCAOCAG TTCAAAACTA TOCTAAGTCA 
46951 AAAAAGCAA A AAGGTAACTT ACTAACPOGA AAATCTTAAA ATATOGGGCT 
47001 CTTCTGTTAG AATAAAGGTA ACTTATTAAC CACTGAAAAT IOUL1 I A AOC 
47051 CAGCAGATTT GCTAAGAGGG GATTTAAATC TTAATTAOCA TAGAAAGGTC 
47101 GGAGAGATCT AGGAGGAACT GGCTTCAGGA CAGGATCATA GATOCTTCCT 
47151 COCAGGTAAT 7GAGGGAAAA AAGCACAATG GGTATTTAGT AAT7GATAGG 
47201 GAAAUU IG TAGAAGGAGA GTTAGGAAAA T7GGCTAATA ATTOCTCTCC 
47251 TCAAACATGC GAGCTATTTC CACTCAGGCA AGGCTTAAAG TCTTTACAGA 
47301 ATCAAAAAAA CTCAATC TCA ATOCTGACTC AAAAGGTTAC CTACAGOCTC 
47351 TCTGAAATGA ATT7GCATAA GAACTG1 RG1 TTATOGGAAT GCATCTTCAT 
47401 GGGGGAACTG GGTTCTTATG AAATACTCAG GAAGGGAGGC CAGCTCCAGG 
47451 ACTCAOOOCT GAGCAAAAAA GCA A1GI RGG GCACTOGGT AAAGGAOCAC 
47501 TAGAAT0CAG CAGCCPOGAC CO G I ILI 1 1 GTGGTCAAGA AAQGCAGGAA 
47551 AAGGGGTCCA GGACTGCTAC ATCAGTGAGT GGAACTAATC TGATAAGCAG 
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47601 AGGTCCATCG GTOGTTACAC ACCCTOGAAA QGAATAAACA 7TAGGAOGAT 
47651 AGAGAAOGCT CTAQC^VCTAA TCCTTATTCG AAAATCACTA QQGGTGCTQG 
47701 CATOXTATC ICJL1 I M I T C AGATAGGAAA TCTTOOQOGC AAGGCAAAAA 
47751 TCOOOOTAAG ATATATTCTG GAGAATTOGG AGCAATTTCA CPCTCAGATG 
47801 CTAAGAAAGA AATGACTTAC ATTCCTCTGC AGTACCACCT GGCCATCATC 
47851 TC CIU I CA A GGGGGAGAAA OC TOGOCTC C TCAGGGAAGT ATAAATTATA 
47901 AGAGCATOT ACAACTAGAC CiCl 1 1 iGIA GAAAAGAAGG CAAATOGAGT 
47951 GAAGTCGCAT ATGTACAAAC TTTCTTTTCA TTAAGAGAGA ACTTCCAATT 
48001 ATCTAAAAAG TATCATTTAT GGCCTACAGG AAGCCCTCAG AGTOACCTC 
48051 GGTAAOCTGA IGIOXJCOP G ACTOCTTOGC CAACTAATAA GGAGCGGOCT 
48101 TTCAA00CAA AGAGTCCAAA AGGACATAGA CAAAGGAGTA AACAATCAAC 
48151 CAAAGAGTOC CAATATPOGC TOCTTATOCA CXXTOCAAGC GGTCGGAGAA 
48201 GAATTOGGGC GAGGGAGAGT GCATCTAOCT 1 1 MUUCT CACACTTGAA 
48251 GCAAATTAAA ATAGACCTAG GTAAATTCTC AGATAAOOCT GATCGCTATA 
48301 TTCATCTTTT ACAAGGATTA GGACAATOCT TTCATCTOAC ATGGAGAGAT 
48351 ATAATATTAC TGCTAAATCA GAOGCTAAOC 7CAAATCAGA GAAGTOCTGC 
48401 CATAACTCGA GG00GAGAGT TTQGCAATCT CTOCTATCTC AGTCAGGTCA 
48451 ATCATAGGAT GACAAGGGAG GAAAGAGAAC GATTCGCCAC AGGGCAGCAG 
48501 GCAGTTOGCA CTGTAGCTOC TCATHGGGAC ACAGAATCAG AAGATOGAGA 
48551 TTOGTOGOGC AGAGATTTGC TAACTTGGGT GCTAGAAGGA CTAAQGAAAA 
48601 CTAGGAAGAA GCCTATGAAT TATTCAATCA TCTOCACTAT AACACAGGGA 
48651 AAGAAAGAAA ATOCTAOCAC CTTTCTGGAG AGACTAAGGG AQQCATTCAC 
48701 AAAGCATATC TCTCTGTCAC CTGACTCTAT TCAAGGQCAA CTAATCTTAA 
48751 AGGAAAAGTT TATCACTCAG TONGCTOCAG ATATTAGAAA AAAACTTCCA 
48801 AAGTOOQOCT TAGQOOQG GA GCAAAAGTTA GAAACGCTAC TCAACTTOGC 

48851 AACcraoGmr ttttataata gagatcagga ggagcaggca gaatoqgaca 

48901 AATOGGATAA AAAAAAAAAG GOCACTQCTT TAOTCATQQC CCPCAGGCAA 
48951 GOQGACTTTC GAQQCTOQG AAAAGQGAAA AGCTOQQCAA ATAGAATGCC 
49001 TAATAGQQCT TOCTTOCAGT GOQCTCTCAA GGACACTTTA AAAAAGATTA 
49051 TCCAAATAGA AATAAGCCAC TOQU IGIOC ATG000CTTA TATCAAGQGA 
49101 ATCACTCTAA GGOOCACTOC GOCAGGGGAC GTAGGICLIl TCAGTCAGAA 
49151 GGCACTAAOC AGATGATOCA GCAGCAGGAC TCAGGGTOOC TCGGGCAAGC 
49201 AOCAGOCCAT GOCATCACCC TCACAGAGOC CTOGGTATQC T7GAOCATTC 
49251 AQGGCCAGGA GQCTAACTCT CTOCTGGACA CTOGTCTOGC OTCTCAGTC 
49301 TTACTUXXX GTOOQ GG ACA ACTGGOCTOC ATATCTGTCA CTATOOCAGG 
49351 ACAGGCAGTC ACTAGATACT TCTOOCAGQC ACTAAGTTCT GACTQGGGAA 
49401 CnTACTOTT TTCACATCCT TTTCTAATTC TAOCTGAAAG GCOCACTGOC 
49451 TTCTTAGGGA GAGACATTCT AGCAAAAGCA GQGGOCATTA TACAOCTGAA 
49501 CATAGGAGAA GGAACAOXA TTTCTTCTOC OCTGCTOGAG GAAGGAATTA 
49551 ATOCTGAAGT CTGGGCAACA GAAGGACAAT AOGGATCAGC AAAGAATOOC 
49601 GATCTTCTTC AAGTTAAACT AAAGGA7TCT GOCTOCTTfC CCTAGGAAAG 
49651 GCAGTAO00C CTTAGAOOGG AQGQQCAOCA AGGACTOCAA AAGATTGTTA 
49701 AGGAOCTAAA AQQOCAAGGC CTAGTAAAAG CATOCAGTAG COOCTOCAGT 
49751 ACPOCAACTT TAOGAGTAOV GAAAOGCAAC AGACAGTGGA GGTTAGTOCA 
49801 AGATCTCAGG ATTATCAATG AGGOCATTCT CCCICTATAC OCAGCIOTAC 
49851 CTAATCCTTA TATTOOGCTT TQOCAAATAC TAGAGGAAGC AAAGIUsM I 
49901 ACAGTOCTGG AOOTAAGGA TGCJLI 1 1 1 IL TOCACPOCTA TAGATOCTCA 
49951 CTCTCAATTC ITCTTTG CCT TTCAAGATOC TTOGAAGGCA AGATCTCAAC 
50001 TCAOCTGGAC ibl I » IA CCC CAAGGATTCA GGGATAGGOC OCATCTATTT 
50051 GGGCAGGCAT TAGQOCAAGA CTTCAGOCAG TTOtATAOC TGGATATTCT 
50101 TCTOCTTTOG TATGGGGATG ATTTACTTTT AG00GO00GT" TCAGAAAOCT 
50151 TCTGGCATCA AGOCACOCAA GIGLICI 1AA ATTTOCTOGC CAOCTCTGGC 
50201 TACAAGGTTT GCAAAOCAAA GGCTCAGCTC TGCTCACAGC AGAGGGCTAT 
50251 TTATCOCTAA ATAGTAGGG CTAAAATTAT OCAAAGGCAC CAGGGOOCTC 
50301 AOTGAGGAAT GTATCCAGOC TATACTT3GCT TATOCTTATC OCAAAAOOCT 
50351 AAAACAACTA AGAAGGTTCC TTOGCATAAT AGGCATAACA GGCATAACAG 
50401 GTTTCrecre AATATGGATT OQCAAGTAOG GCAAAATAGC CAGAOCATTA 
50451 TATACACTAA TTAAGGAAAC TCAGAAAGGC AATAOOCATT TAGTAAGATC 
50501 GACAGCTGAA GGAGAGGCAG CTTTCCAQGC CGTAAAGAAC ACCCTAAOOC 
50551 AAGCOCCAGT GTTAAGCTTC GCAGQGGGGC AAGACTTTTC TTTCTATCTC 
50601 ACAGAAAAAA TAGGAATAGC TCTAGGAGTC OTAGACAGG TGOGAGGGAC 
50651 CAGCTTCCAA OOCATOGCAT ACCTGAGTAA GGAAATTCAT GTAGTQQCAA 
50701 AGGGTTOGOC TCATTC1 1 IA OGGGTAGTGG CGGCAGTAGC AGTCTTAGTA 
50751 TCFGAAGCAG TTAAAATAAT ACAAGGAAGA GATCTTACTG TCTGAAOCTC 
50801 TCATCATCTG AAGCGCATAC TCACOGCTAA AGAAGACTGG TCGCTGICAG 
50851 ACAACTCTTT GOTAAATAT CAGGCTCTAT TACTTCAAGG GOCAGTOCTG 
50901 TCACTGOGOA CTTCTCCAAC TGTTAAGOCA GGGACATTTC T7XXAGACAA 
50951 TCAAGAAAAG ATAGAAGAGA ACPGTCAACA AGTAATTGCT CAAAGCIAOG 
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51001 GCGCmGAGG GGACCI ICIA GTOGTTOOCT TGACTGATOC CAACCTCAAC 
51051 TTCTATACTC ATCAAAGTTC CTTTCTAGAA AAAGGACTTC G AAAAG GAGA 
51101 GTCTCTAGTC GTCAGTGATA ATCGAATACT TGAAAGTAAT OCTCTCACTC 
CAGGAACTAG TOCTCAGCTC GCAGAACTAA TAGCGCTCAC TCAGGCACTA 
51201 GAATTAGG4G AAGGAAAAAG GQCAAATATA TATACAGACT CTAAGTATOC 
51251 TTACCTAGTC CTOCATOCTC AOGCAGCAAT ATOGAGAGAA AGGGAATTGC 
51301 TAACTTCTCA GQGAAO00CT ATCAAACATC AGGAAGOCAT TAAGAAACTA 
51351 TTATTGGCPG CACAGAAATC TAAAGAAGTG GCAGTCTTAC ACTGCTCTAA 
51401 GAAAGGACAG AGAAATAAAA GGGAAOOGOC GAGTGGATAT TCAAGCOGAA 
51451 AGAGGCACAA GGGQGGAGGC TOCATTAGAA ATGCTTATAG AAGAACOGCT 
51501 AOTATOGGCT AATOOOCTCC AAGAAACCAA GOCOCAGTAC TCAGAAGAAG 
51551 AAATAGAATC GGAAAGCTCA TCAGGACGTA 01 1 TOCTQCT CAGGATCGCT 
51601 AGGCAGCAAA GAAGGAAAAA TACTTTTOOC TGCAGCTAAC CAATOGAAAT 
51651 TACTTAAAAC CCTTCACTTA GGCATTCATA GCAGOCATCA GATOGOCAAA 
51701 TCATTATTTA CTGGACCAGG OGTTTCAAA ACTATGAAGC AGATAGTCAG 
51751 AGGCTCTGAA GTGTGGCAAA AAATAATOOC CTOCACTTCA GGOCATOCAT 
51S01 TTCAATOOCT GAATCTTTAA O GPOG lb 1 1 AAGI I IGICI OTACAGAAT 
51851 TCAAGCTCTA AAGCTAGAAA TOGTTOTCA AATOGATOOC CAGATOCAGT 
51901 CTATCACTCA AATCTAOOGC GGAOOCTTGG ACXGGOCTGC TAGTOCATOC 
51951 TTOGATCTTC ATCATATCAA AGGCAOOOCT CCOGAGGAAA TCTCAAGTGC 
52001 ATGACGCTTA GTTOCAOCAG TTCAGCAGGA AGCAGTTAGA GOGGOCGTTC 
52051 GCCAAOCTOC GCAATAGTAC rTOGGTTTTC CTCTTCAGAG GGGTTOCTCA 
52101 GAGACAGGAC TAGCTOGATT TOCTAGGOOG ACTAAGAATC OCTAAGCXTA 
52151 GCTGGGAAGG 7GACTOGATC CAOCTTTAAA CAOGGQGCTT GCAACGTAGC 
52201 TOVCAOOOGA GCAATCAGGT AGTAAAGAGA GCTCACTAAA ATOCTAATTA 
52251 GGCAAAAACA GGAAGTAAAG AAATAGGCAA TCATCTATCA OCTGAGAGCA 
52301 CAGGGGGAGG GACAATCATC AGGATATAAA COCAGGOCTT CTAQDOGGCA 
52351 AOGGCTAOCC TCTTTOGGTA CX3CTOC3CTTT GTATOGGAGC TCTCTTTTCA 
52401 CTCTATTAAA IU IG CAACT GCACAAAAAC CAAAOCAAAC CAAAOCAAAC 
52451 AAACAAAAAA ACVSTGACTC ACTTATCGTA AACATTATAT AAGCATAAAG 
52501 TAAAOCAAAT ACTTTTTTTC TAATTATAAA AGYCCTACAC TAAGATTOCA 
52551 GAAAACTTCA GGAATTCAGA AAAGTTATTA CTTAGTAAGA GTTOGAATGA 
52601 ATAAATAAGT GGGTAGTTAG GATOGCAGGC ATCTOTTTTA GGCAGAGAGA 
52651 TACAAGATAA AGAACTAAAA CTAGAATCTG GTU7TCAAC CXXTTOGOCTG 
52701 ATTGTCTTAT TCATCATCAT GATTTGOCTA II 1 1 IGCAAT TTCTAAATCA 
52751 I ICCI C I G CT GTTCACAAAG CAATAAATTC TTATATTTCA TAAGTGAATC 
52801 TTCAGAGAAC TOGOCTTCAG CCAGCRTAC AACTAAOCAG CTCTCTGGCC 
52851 CT7TOGAGAA TTTCTTAATA TTTCTAAAGC TCAGCTTTOC TAOCAGTCAA 
52901 ATGAAGTTAG IGCTOGCICT CCTGCAGGGT TCCTOGAAGG ATTTAACAAC 
52951 ATCTATATCT ACAAAOCACT TAGTOCTGTC CTTCGOOAT TTOGTOCTTT 
53001 H I M l I IH I N 1 1 1 IA AG ACAGGGTCT1 GCTTCAATCT TCCTGAGGCT 
53051 GGATTCAAAC TOOGGGGCTC AAGPGATOCT OCTSOCTCAG CCTTOCAAGT 
53101 AGCTT3GGACT ACAGGOGRGC AGCACTGTOC CTCGTGGCAG TOCTOGITCA 
53151 ATCTTCTm TOCTTAGTTC CTRXTAGCr CTTCTGACAG TTTTOGGGCT 
53201 TATCTATATA AGAAGGACTT GGTTOOCTCA GGGAGAGAGG ATGCAGTAGA 
53251 GTTACATAGC TCAOCFCACA TOCTOCAAAA GCTGAATTCA TAAGTAAACA 
53301 AAGTCAGCAT TTCAOGCATA CTTTACAGAA AGTCTAGAAT ATTTAIGGTC 
53351 TOCATCAGGC TCAGATACTG TGAULI ICIG AGATACTTTT COLIC ICCAT 
53401 TCO LI I lU T TCTOOCPSn GGG MINI TTTCT7CTTC IICIIMIir 
53451 II I Ml I MA CTCTCAAAAA CAAGCTATAT ACAGAATAGT ACAAAAACAT 
53501 AOCTCTATAG TTTCAAGAGT AATTATTAAC AGTCTTATTA AGAAACAATG 
53551 CTOCATOCAT GTTACTOCAA AAGACATCAC OTA I ICI M I ICI ICI IAA 

53601 ii i Miici i 1 1 i c i l ien tattttoggc ci i m icaga tctagaoctc 

53651 CAGAGATCTT G l I CM I M l TCAGACAGCA "PCIGGCTOG TCAOCAGGCT 
53701 GGfiGTVCAGT GGOGTCATCT CGGCTCACTC GAO0CICTOC CTOCTGGCTT 
53751 CAAGTGATTC GOCTOOCTCA GOCTCCTGAG TAGCPGGGAC TACAGGOGCG 
53801 TCCCAOCACA TOCAGCTAAT 1 1 1 1 1 I A TTT TTAGFAGAGA CTQGGTTTCA 
53851 TCATCTTOGC CAGGATOGTC TCAAICICII GAGCTOGPGA TCTOOCTOOC 
53901 TCGGG000CA AAAGTGCTOG AATTACAGGC ATGAGGCAOC ACQOGCAGGC 
53951 G ATCTTCTTC TTTCTTATGA CIGIGTAGTA TTCCATCCTA TATATGTAOC 
54001 ACATTTTCTT TATOCAT7CT ATCATTCATC GGCATCTAGG TTGATTOCAT 
54051 GTCTGCTATT GTGAACAGTC CTGCAGTGAA CATTCACGTG CATCTCTOT 
54101 TCTOCTAGAC TGCTTTATAT TTjCTCTOGCT ATATGCTCAG TAATA GGATT 
54151 GCTOGATTCA ATGGTAGTTC I ICI I I IAGC ICI I PGAGGA TACIGU I IC 
54201 CACAATGGTT GAACTAACTT AGACTCATAC AGTATATAAG CATTOU I 1 I 
54251 TCTCTACAAC CTOGOCAGCA ICIW IACTT TTTCACTTAT AGGTOGGAGC 
54301 TAAATCATAA GAACTTATCA ATCTAAAGAA GGAAAGAGAC ACTGQGATCT 
54351 ACTTC^GTCG GAAGAGTOGG AAGAGGGAGA GGAGCAAAAA AGATAACTCT 
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54401 
54451 
54501 
54551 
54601 
54651 
54701 
54751 
54801 
54851 
54901 
54951 
55001 
55051 
55101 
55151 
55201 
55251 
55301 
55351 
55401 
55451 
55501 
55551 
55601 
55651 
55701 
55751 
55801 
55851 
55901 
55951 
56001 
56051 
56101 
56151 
56201 
56251 
56301 
56351 
56401 
56451 
56501 
56551 
56601 
56651 
56701 
56751 
56801 
56851 
56901 
56951 
57001 
57051 
57101 
57151 
57201 
57251 
57301 
57351 
57401 
57451 
57501 
57551 
57601 
57651 
57701 
57751 



TQGTTACTAA 
CCTGTCACAC 
CCTAAT I I I I 
TGCCTCTAAT 
GOCAGGAGTT 
AAAAAGTACA 
GOCCTTCGGA 
CTGCAGTGAG 
AAGAGOCTCT 
CAACTGCACT 
CACmCTAAA 
GQCTAAGOTA 
AGTTATTAAA 
TTTATAACAA 
AGCAAAATAT 
ATTTCAGAGA 
ATCATOG1 PC 
CTCAGCCTCC 
TAATTTTTAA 
GQOCAGTCTC 
CAGAGTOCTC 
CAATTATTTA 
TCTTTOGGTC 
TAOTTATTCT 
TCTTAQCATA 
AOTAATGATC 
CAAGTGGAAT 
OQCCTOTAAT 
GVCAGGAGTT 
CAAAAATACA 
TACTTDGGGAG 
TCTCATCAQC 

AAAACicrcr 

ATTAGCAOOC 
TATAAGAGAT 
GAAOCAAATA 
TAATCTCAAG 
TTCCA ATCAA 
CTAAAG1 i iA 
GAAGCAGAAT 
CA ATATCAA A 
CAGTCTOCTA 
TGGTATPGGT 
OOCAGAAATA 
GGCAATAGAA 
ACTOGATGTC 
TTCAGAAAAA 
AACTATACAA 
ACTTOGAAAA 
AATATATAGG 
AAATCTOCCA 
GQCAAATAAG 
TQCAAATTAA 
ATOCAAAACA 
AAOTTCATT 
AGACAGTTTC 
ACAATTGCAG 
CAOVGAAAOC 
AAACTTTGAA 
CTCTAQCATA 
TCAAGCTATC 
GACAGQGTCT 
GCTCACTGTT 
CTCGCAAGTA 
TTTTTTTTGA 
TOCTOQQCn: 
ATAAGTCTGA 
AGAGAGAAGG 



GCTTAATACT 
ATCTTTATCT 
TTTAAAAGAA 
CXJCAGCACTT 
TAAGGGCAGC 
AAAATTAQCT 
GACTG AGCTO 
CTGTGA7CAT 
CTCGAAAAAA 
TCTTCACTOC 

gtactcagat 
tggcagtgga 
ttaaaaaagc 
aattagaaaa 
gaaagatcat 
gggtctttct 
AcrocAAOcr 

CAAGTGGTTC 
ATTCTTTTTA 
GAATTCCAGG 
QGATTTAAGT 
ATATTTCAGA 
AATAATAAAG 
AAAAAATTAA 
ATCAAGATAT 
TAAAGATTAA 
TTAAATTTAA 
COCAGCACTT 
GAAGAC3CAGC 
AAATAAGTTC 
GOGGAGGCAG 
OGAGATCACA 
CTCAAAAACA 
CTCAAAATCA 
ATATAAGTAA 
AATGG ACAGA 
ATCTCAGTOC 
AATO000GCT 
TCTOGAGAGG 
AAAGTTAAAG 
TCAACTCATT 
CTTCAAGACT 
GAAAGAATAG 
GAOOCAGACA 
TOGAGGAAAG 
CACATCTAAA 
TCAAGAGAAA 
ATTTCTOCTC 
TA TTTOCA AA 
AACTCTTAAA 
AAGACTCTAA 
CATATGCAAA 
AATCATCAGA 
CTGACAACAC 
TATTCCTGOT 
CAGTTTCTTA 
TOCTTGATAT 
TCGACATAGT 
GCAACCAAGA 
TOCAGAAATG 
AA AAGAGATG 
rGCTCTGTCA 
GCCTTGAGCr 
GCTOGGACTA 
GAGAT TOGCT 
AAGTGATC1 1 
GQCACTATCC 
GCTTCCTTTT 



TOGAGAATCT 
ATCTAACAAA 
ACAGAATCOC 
TGGGAGGGTG 
GCAGGCAACA 
GQGCATCGTG 
GGAGGATOGC 
GGCACTOCAC 
AAAAAGAAAA 
CXXAOCACTC 
AGOCTATCTC 
GGGTATGTA 
ATTAAAATAT 
TCTTTAATGT 
AGAATTTAAT 
GTUTCAOCAA 
CAACTTOOOG 
GGACTACAGA 
ATAGAGCTAA 
GGCTGAAGGG 
TOGGAGOCAC 
HGH 1 1 1 AGFA 
TAAATCAAAG 
TTATTTAOCr 
TTTOGTATTC 
AAAATAAAAT 
AATCCAATAC 
TOGGAGGOCA 
CTGAGCAACA 
GGTCTOGTOG 
GAGAATCACT 
GCATTOCACT 
AAAAGAAAGA 
AATACTTAQG 
AACTATAAAG 
TATTCXATCT 
1 1 1 ItATCTT 
AGTTATTTTC 
CAAAAG AOQC 
TCTCTACTTC 
TTCTTCAATA 
TACTCTAAAG 
ACAAAGAGAT 
AATACAGTTA 
ATAGUL1 1 1 I 
AAAATGAATC 
ATOGATCATC 
TCTCAAAGAC 
AGAGAGATCT 
ACTGAACAAT 
TAGATATCTC 
GATOCTOOAC 
TTCTACTACA 
CAAGIGCIGG 
GGGAATGGAA 
CAAAATTAAA 
TTAOOCAAAG 
TOCTT ACAGC 
TCTOCTTCAA 
GAGTACTCAG 
GAGGAADGT 
TOCAGGCTGG 
GCTGGGCTPG 
CAGGTCCATG 
CTTGCTCTCT 
GCTGOCTCAG 
CTGAC1 1 1 n 
TATTOOCCAG 
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AATAATATCT 
OCTTCACATC 
AGOGAGGCAT 
AGATCGGCAG 
TAGCAG AACC 
GTGTOCAGCr 
TTGAGODCAG 
TOCAGOCTGG 
GGAAGAGAAT 
TAATCAAGTC 
TATGGAGGTA 
O CTTATC TCT 
GCT I ICIAOC 
TATGGCATTA 
TAATTATTTT 
GGCTGGAGTG 
GGCTQCAGTG 
CATCTOOCAC 
GGGTCTCACT 
ATOCTTTTQC 
TATA00CAOC 

rrocnTCAT 

ACATATATTT 
TTATTTTAGC 
TAGTAACAAG 
ATAATAGGAA 
CAGC1 G G GTC 
AGGGAGGGGG 
TOGAAAAAGC 
TOCATOGCTG 
TGAAOCAGGG 
GCAGITTOGG 
AAAAACACAG 
TATAAA TOGA 
CTOGATCAA 
TCATOGATAG 
TATCTATAGA 
TOGATATTCA 
AAAATAGGTG 
1 1 L I PGA ATA 
TCAAGTCAAC 
CTACAGTAAT 
CGATGGAAGA 
ATOTTGAOV 
CAAGAAATGC 
TAGACACAGA 
AAOCTAGACA 
AATCTCAAGA 
GATAAATCAT 
AAAAAAGAAA 
ATCAAAGAAG 
ATCATAGGTC 
CACTTATTAG 
TCAGGATGTG 
AATCGTATAG 
CAGACTCATC 
GAG1TCAAAA 
AGCTTTATTC 
TAGGTAAATG 
TCCTAAAAAG 
TATATTT7TA 
AATGGAGTGG 
AGCTOCTTC 
TCAGCACAOC 
TX30QCAGGCT 
GCTOOOGAAG 
TTTAAATTTA 
GCTOGAGTGT 



ACAACAAAGC 
TAGOOCTAAA 
AGAGGCTAAT 
ATCACTTCAG 
CCATCTCTTC 
GTAGTXXCAG 
GAGCTCAAGG 
GOGACACAGC 
GTTAOCAGGC 
ATCACTAAOC 
TCTCAGTGGA 
AAATATTTAA 
7TCACAAA0C 
AATAATTCAA 
ATTTTATTTT 
CAGTGATCCA 
ATOCTO00GC 
CAAATOCAGC 
ATC1 IGGCTA 

cttctcctoc 
caagataatt 
agggatgtga 
gaaaattatg 
aaaatcagtg 
atctagtcac 
ocagtataaa 
oga7ggctca 
atcaoctgqg 
gcatcpctoc 
taatogcagc 
aggcagaggt 
caacaagggc 

TAGCATTTAC 
GCAAAATAGG 
AGAAATAAAA 
GAAGACTCAG 
TTCAGTAGAC 
GAAACTGATT 
ACATOCTATT 
TCAIIIIUI 
TGTAGACTGA 
CAGAACAGTA 
GAATAGAGAG 
AAGGAGGAAA 
TCTTOGAATA 
GCTTAGAGQC 
TCAAAGAGAA 
GAATCAGAAG 
III I ATCTAA 
GCTGAI 1 1 IA 
ATATATAGAT 
ATCAGAAAAA 
AATGGQGAAA 
GGACAAGAGG 
GCACnTGGA 
ATATCATGCA 
CTTATATTCA 
ATAATTOOCA 
AATAAATAAA 
GAATCAGGTA 
1 1 1 1 1 1 IAGA 
CACAATTATG 

croocrcAGC 

TOGCTAATTT 
GGTTTTCAAC 
TGCPGGGATT 
I I I I FC1 PG 
AGTGATGGAG 



PCT/PTO 0 3 SEP 

PCT/US03/06667 

10/506513 



FIGURE 3-17 



WO 03/076644 



57801 TCATAGCTCA 
57851 AMU I II II 
57901 CTATCGAGGA 
57951 AATCTTATAT 
58001 AACGAAGGCA 
58051 AATGAATAGG 
58101 TACAGFAATC 
58151 ATAATACCAA 
58201 ATOGTGOC 
58251 GATCACTTCA 
58301 CCTATOOA 
58351 TTCAGTCTAG 
58401 GTTTATAATA 
58451 AATCTC1 1 IA 
58501 AAAAAAAAQG 
58551 TTATTATTAT 
58601 CTGGAGTGCA 
58651 TTCAC3Q0CAT 
58701 CAOGCTGCTA 
58751 TCACCGTGTT 
58801 G0CTCAG0CT 
58851 GOTATmGA 
58901 ATAAAAAACA 
58951 GCAAACTAAC 
59001 AGGGAAGAGG 
59051 AAATATATTC 
59101 ATCTCAAGAT 
59151 CTATAAAATT 
59201 M i l l III I I 
59251 TGATTCGAGC 
59301 CCTAAGTAQC 
59351 TTAAATTAGT 
59401 CTTGAACTlGC 
59451 GAAATTACAG 
59501 TAAAAGAAAA 
59551 ATAAGAGCAG 
59601 AAAAATTAAC 
59651 CTGTAGCTGG 
59701 ATCTTTCCAT 
59751 CAAAATAAAT 
59801 AAGATAAAAA 
59851 AAGAAATGGT 
59901 AGAICOOCTA 
59951 AOCTAACTAT 
60001 AOCAGOCTOG 
60051 TCAGCOGGQC 
60101 GAGGGCAGAG 
60151 GATTCGACCA 
60201 TCCAGOCCTC 
60251 TTAGGCAATG 
60301 ATAGATTAAT 
60351 AGAC3CAAGAA 
60401 AAATCATCTA 
60451 CAACTCAGCA 
60501 TTPGAATAGA 
60551 TCAAAATCTA 
60601 ACAOOCATTA 
60651 GGCAAGTATC 
60701 AAAATOGPGC 
60751 CATOGCACAG 
60801 ATATATACAG 
60851 GCCAAGGTCG 
60901 TACAGTGAAA 
60951 GTGGGGGGGC 
61001 TCTOGTCAAC 
61051 GCACTOCAGC 
61101 ATATATACAC 
61151 AAACATCCCC 



CnSTOQ O CTC 
AAAATTTTTG 
AACTTAAATC 
AGCATOQGAT 
AGAATAAAAA 
TOGAGTACAG 
GTGGACACAC 
CAGTCAAOCT 
ATCTOOTAA 
GGCCAGGAGT 
CAAAAATAAG 
Gl ICLICAOT 
AAGGAG9CAA 

ocrnooCTA 

TCTTAAAAAA 
TATTTTOTT 
GTGGCAOGAT 
TCTOCTGOCr 
TCOOQGGCTA 
AG0CAGGATC 
O0CAAAGTGC 
ATGATTTTTA 
AATCACIGTC 
TTATAATGGC 
GAA GAATTO C 
ATTAICI IGA 
TTOTCTTGA 
AAAAATCATA 
OCTCAGAOGG 
CTTGACCTCC 
TOGTAGCACA 
1 1 1 IGIAGAA 
TOGGCTCAAG 
GTGTGAG0CA 
GTAAGGG0CA 
CCTG9GTAAC 
TO3GGATOGT 
AGGATCACTT 
CACTOCACnC 
AGATAGATAA 
GCAAG0CAAG 
GCP3GAACAA 
CCTCACAGCA 
AAGCTGAGAC 
GCAAGATATT 
ATOGCAGTOT 
GAT7GCTTCA 
CTOTACTOCA 
CTCCACAAAG 
GTTTATTAAA 
TCGACTTCAT 
AGTGAAAAGA 
TTTTACAAGA 
ATAAAAAGAC 
CAT MCI ICA 
CPCAACCTCA 
GGATOGCTAA 

tggaaaaatt 
agagactttg 
caattctact 

GG0GGG0GCG 
GTGGATCAOG 
OCOCATCTCT 
GCCTGTAGTC 
OOGGCAGGOG 
CTOGGCAAGA 
AGAAAAACTT 
ATCAGTAGAT 



AAGATOCnQG 
TAGAGATGGA 
CATATTTCTA 
7TCAACTATA 
GATCAATTCT 
AAGATTTTTA 
Gl IGTATATT 
TAATATAAAC 
TOOCAACACT 
TPGAAAGCAG 
GAAAOCATGG 
TATAACAAAT 
7 GCAIG IGI I 
AATTTTACTG 
TAAAATTATA 
TTGAGAGGGA 
TTOGGOOVC 

ovGocroxr 

ATTTTTTCTA 
GTCF0GATCT 
TOGGATTACA 
TCAAAGATCT 
TCATTCTATT 
AAACTACTCT 
AGTGAGGTAT 
TTGCAGTGAT 
ATACTTTATC 
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GCTCAAGTAS 
GGCTTOCAAT 
AGTGAAGAAG 
AGACATTCTG 
CAGGGAOTTC 
GGGCAGTGAA 
TCTOCAAATC 
TATOGACTTT 
TTGGGAGGTC 
GCTOGTCAGC 
ACTTTOGATT 
GTACTACTXT 
GGGGGAGGAG 
TCAATOCAAA 

1 1 RaAGGGAA 
GTOOCTCT 
TCCAAGCTCT 
AGTAGCT9GG 

1 1 1 1 IAGTAC 
GCTCAOCTOG 
GGCATC4G0C 
AAATTAAAAC 
TCTATAAATC 
ATAGATCAGC 
GATAAAACTT 
GTTOQGACAG 
TAbl I lATTC 
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AGTCTG0CTG 

TAGGCTCAAG 

CAQGOGCATC 

ATAGGGTC1 1 

CAATOCTOCA 

CTGCAOCTGG 

GAOMCTCTQG 

ATCGCAAGAC 

GGTOGOCTGT 

GAGGCTAGCA 

OVQCTTAGAT 

TATATCTOGT 

AGAATTAAGT 

CTGCATAG0C 

TATAAAAAAA 

AAGAAGATTA 

GAGAOCTQGT 

GTAOCTGTAT 

G0GCAGGATT 

G0CTOGGTGA 

TCTAAAGGTA 

TATCACATTA 

CAAAATTAAA 

GAATOCAGAC 

CTOGTCTOCA 

AAGTAACAGA 

AAGAAGACAT 

TTOGTCATTA 

AATAAAAAAA 

AGAAlGOCTCA 

GAAACTTOQC 

TTTAQGTGTA 

GTOGCTCAAG 

AGGTCAGGAG 

ACTAAAAATA 

GCAGCTACTC 

GGGCTTCCAG 

GAGOGAGACT 

GTACATAGAT 

GAATQGATAA 



TATCAOCTAG 
TCATGCTOCA 
CCACCACACC 
GOCATCTTCC 

ici noGocrc 

CCATCTTAAT 

croovocTC 

GGCATCTCTA 
GGTOGCAGCT 
OGTTOVGGCT 
GAGAGAGTGA 
ACTTTTAAAA 
GGGGGAAGAA 
ACAGGAAAAA 
TAACPCAAAA 
CTTGAGGCTT 
CTG lAAAAA 
TOCTAGCTAC 
TAGAGGCTOC 
CAGAGTGAGA 
TAAAIGI I IG 
AAAGCACAAA 
AOCIC re TQC 
AATGGGAGAT 
GAATATATAA 
ATTTAAAAAT 
ATAAATCAOC 
GAGAAATCGA 
GATGAACAAT 
TACAUGIGG 
TATTCCRCAG 
TAGGCAAGAC 
CCTGTAAT0C 
ATOGAGACCA 
CAAAAAATTA 
GGGAGGCTGA 
TGAGGOGAGA 
OGGTC TCAAA 
GTTCATAGTA 
GCAAAA0GTG 



QVGCCCAGCT 
GTGGO0CATG 
GCAGTCTGAA 
GAAATGGCAA 
GTCAGGGGAG 
ATCTCTCTGA 
CATAGATTCT 
GQQGCTGQGC 
AAGATCGGAG 
ATTCTGAGGC 
ATAATCATCT 
GGTGGGGGAT 
GTAT ACGAGA 
ACTGCTCTTA 
AATATTTCAA 
GTQGQQGAGG 
(jCCIC OO GGG 
AOACAGGGG 
AGATGGQGTT 
TCATC TOQGC 
AOQGGGGCTG 
AAATGTAAAA 
TCTAGAAAAT 
AGTTOOCTGG 
I IGGGGTAAT 
GTACATCCAT 
CATAACAATT 
ACATTCTTTC 
ACTOG AGTGC 
G0CTCAGCTT 
CATATAATTT 
GCAGGCTGCT 
OGAAAGTOCT 
TTTTAATATT 
TAATGGCAGC 
TCAAAAATTG 
ACTCAGGAGG 
GGAATAAGOC 
GAOGCTOTCT 
ATATATTATT 

tag i mroc 

GAATCAAGTT 
TOGATTAAAG 
GGAOT7CAAG 
AGAAAAAAAA 
TCAGAAGQCT 
AGTGAGGTAT 
GCJIGIUUC 
TOGQCTTOGA 
CAACAACAAA 
TTCAAAGGGC 
AAI I I 1 1 IGC 
AGAAGAOTC 
GTTGAAAGGA 
AATCAGCATA 
AATAGAAGTC 
AAGAAATCTT 
ATGGGAATCT 
AGATTTACXA 
AATTAAAAAG 
CAGCACTT7G 
T0CTX3GCTAA 
GCTGGGOGTG 
GGCAGGAGAA 
TTOGGGCACT 
AAAAAAAAAG 
GFATTC CAAT 
GTGTATTAAT 
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61201 AAATCAAATA 
61251 GCAATATCGA 
61301 AAAAGGCCAC 
61351 CAATTOCATA 
61401 AGGAGGAATC 
61451 AGAAAAGTGT 
61501 ATATACTAAG 
61551 TATGTGAATG 
61601 GAAAATACAG 
61651 TATAGGCAAA 
61701 AAAGCAAAAC 
61751 CAATATCATG 
61801 GAATAATGTG 
61851 TCAGTAGCAT 
61901 AAAAGCAAGA 
61951 TGCAAGAATT 
62001 TAATATTTCA 
62051 CTAATOCAGT 
62101 7GGCAGTTAG 
62151 GTOQVCTTCT 
62201 TCTCAI ICIG 
62251 GTCTTTCTCA 
62301 GATCAGATCA 
62351 CACTACTATA 
62401 TAAACAGAAT 
62451 GGTAGGAAGA 
62501 GCPG1 nS GGA 
62551 TCATCATCTA 
62601 TOCAGGTOOC 
62651 TCAQC3CTGTG 
62701 TCTTAIUCI 
62751 ATTAOCTCTC 
62801 TACTTAGAAC 
62851 AGGAGQCATT 
62901 TGTCTATCFG 
62951 GACAACTTTA 
63001 ICI I IAGAGA 
63051 ATCTATCCTC 
63101 TTQQQCAAGT 
63151 AGAAGGAGAA 
63201 TCTAATOOCA 
63251 GAGTPOGAGA 
63301 TTATQCTQQC 
63351 AAAGCAGOCT 
63401 TATTAGCTTA 
63451 ATAAAQGAAT 
63501 TCAACTATGA 
63551 TTTAATCTOC 
63601 ATCTTCTQCA 
63651 ACAGATOCAA 
63701 GCAAGQCTAT 
63751 CAGTGTAGGC 
63801 GGATCATATC 
63851 TTCAAGAAAG 
63901 CAAACTTTTA 
63951 TAATAAAGAG 
64001 TTACTOCAAA 
64051 TCTTCATATT 
64101 AACTTAGATT 
64151 OTTTTCIQC 
64201 TTTTOOTTAA 
64251 GGGIGCrCAC 
64301 TCAGCAAGCT 
64351 OCTCATAGAA 
64401 TIUTCTOGCA 
64451 AAGAAGTOGG 
64501 TGAATOGATT 
64551 TCTTTCAOOC 



TTATOCAGGC ACAAAAAGCA ATGAAGTACT GATACATCAT 
TOGAGCTTCA AAACTATACT AAATCAAAGA AAOCAGOCAC 
ATAOTACATC ATTACATTTC TATAAAATCT QCAGAATTAG 
AAGAGAGAAA GTAGATTAGT AGTTCQCAAG GGCT GAGGGA 

ggagtgactg ctaatqqota cas gct i rcr 1 1 1 iuqqgtc 

TCTGGAATTA CATAATGATC ATAGTTCTAC A ACTTTC PGA 
ACAGACRGAA TTCTATCTTT TAAAAAGTTA AATTTTA7GG 
ATAGCTCATT AAAATAGTTA CATGAGAAAA AAATCAAAGG 
AGTATAATTC AAOTATTTTA Al I I I IAAAT AT AAAG TATT 
TTTCATTTAC TTCTAAAATC TCTTATTAAA TAGTTTAATA 
TCTTCTAGCA TTCAGTUTTT ATTAATTTCC AATACACAAA 
TTTTACTCAT GTTGGGTOCA OCAGATATCT ATATATTTAA 
Al VGCTCAGT ACTCCAAAAT GTTTTCGTGT AOGGTOQCTC 
ACTAATTAGT ACACTAAGAA CTATGAATTC GAACAGGAAG 
AAATGAACAT TCAGCACTAT TTOGAAATCA AACCPCAOA 
OATTCCATTC ATGGC1 ICIC AGGGGGAGTG TTTCATAAAT 
CTAAOCTAAG AGCTTCTGCT GCTCAAATCC TCTACACAGA 
GTCAGTOCT GAGTTTOGCA GTGGCAGAGC CATAACTTTA 
GTGAAATO0C 1 1 1 1 IG I 1 1 I GTOGAGATAG AACAAGAGAT 
ACT701CTGG GGOCAGCAGA AAOGGGATTA AGTCTCTCAG 
TCAGTGCTGA GCATOCATOT GIICI 1 1 GAT TTGCGAGTGT 
TTOQCAGOTT TCTCTTAOOT GACTCTGAAG GAGIGI IULT 
CAOOCATCCT TAGGCCTTAT TCATCATCAG TCTAOC 1TOC 
CTTTAAATAG ATOOOOTTA TTTAAATTTC ATTTTCAGAT 
GGCAG4GACA ATTTTGAGAC ACATCTTTCT TTCAIU.IU 
TCAAGATTTC TAGGAGAGTA GAAGAGAGTA AAAGATGAGT 
TOCT A I LIII CTOCTAAGCr AT I 1 1 1 ICTC TOCAGITAT 
TCTCAATTTT TOCTAATCAA CTCTTOATA TAAAAGAGGA 
ACATOCACTC TCAAGGAGGA ATCTAAGATT GACTTOCAAC 
TAGGCAGTTT ATOGTTTTTC TTOGCAGGTT TAATG1 ICI I 
TAACTTCrTC CTATTCAATA GTAAGTAACT OQCTGQCAGA 
GCTAGAGAAT GCTGTTATCA GAGCAICI 1 1 GTTTAATTOG 
AGAAGGTCTC AOCTATTTCA CAGGQCAAGA ATTATGAGCA 
TCATTCATCA AGATAGAAAT CTGOCTCTTA GGTGGAAAGA 
GOTTCATATC 1 1 1 1 IAGAAT ATTAAGGCTT Gl I IGIUGAT 
GGAAGGTGTA CTOCAAATCT CTOCAAAGOT TTCCTOTAGT 
AGTTGQGCTG CTCOGGTOG ACAGTCTCTA AGAGTGAACA 
TAGACraQOT TOGU IUUC GAOOCTCTOT CIGIG IGGOC 
PGTTTA AGCA AOCAC1 1 1 1 1 GOCTCAGTTT CTTTATOQGA 
TAAGAATACT TCAATCAGGC CAGGGGTGGT GACTCAOQDC 
GOCTTTOQGA GGGOGAGGTG GGTOGATCAC CTGAGGICAG 
OCAGOCra G C CAAGA7GGTG AAAGG0CATC ICTOCTTTAC 
CTCATATTGA T0GTOCATOG TAGAAT TGAT ACTOCTTGAC 
ATTTCAGTCA GGAUUCI ICI ICTCTAGITT GCTCTGTAGC 
G UL 1 I OCATT TCATTCTnCA CACTAGAGAT ACTCTCATTG 
GATCTCTTTA TOCTTTCAAG GAI fCTGGCA AGTTA CTAAT 
T7CTAGGTCA GACAAAAOCA GTTATGAACA TAAGACIGTT 
TOC3CTGGTOC GCCAAOCACC CAGOOCAATC AGGAGAAACT 
TTOGTTTAAG GAAOJLU.il CI I ICI I IGA TAGCTGAGCT 
TCTATTOOCA GGAATTTTCA TAAGAATTCT CAAATOCTCA 
GGCACTCTC A TGAOCroCT Al PQCTGGTA GTGTCATTCT 
PG1 1 I GA TAG GTAGTTTTC1 GAAGTC1 IGI TCATCATAAT 
ATTTTTAAAA GGAGGAOCTG GGTCATATGC GCAGATTAAT 
TTOGTATCTT TTCTTCCTAA AATTAATTTT TTATGATTAT 
TATGCATACA GTATAAAATA TCAGATTTCT ATAAGGCTTA 
TAGCAmOCT CTGCXXTATr GCGCTCTCAT ACTGGGCACC 
ATCAACTQCr T7CAGCTCTT TTAGOCATTT CTT ATCG1 IA 
TCAAAAGAGC ATGCTTATAT GGTTGTATTT TCAATTTTCA 
TTTATCTACA GA G I I CC I I A TGGAAGATAA ATATTTAACT 
TA C I Oll I IT CTCAICICI I AATGTAGGCT ATGTTAAAAT 
ATCAATTAAA AGCCAGTATA GTATAGTGGC TTAAGAGIGA 
CTCAAATTCC AGCCTCAOCA GGCATTACTT IGIGTCACTT 
TTAAAACGTC AGTXjTCTCAG 1 1 \ IGICA AC TGAGTAGATA 
1 IGLIGIIG A TATTAAGTGA OTAATCCTA TOGGCTGAAT 
AAGTTCATTT GTTOGAAACT TAAT000CAG TCCAIGIGI I 
AO L 1 1 ICA GA GTTGAATAGG CTATCAGGGC TCTG0CITCA 
AATOOCGTTC TTCCAGTAGT GGOTTCOTA TAAAAGGAAG 
CCTTTCCTTC CCKjCTCATC CATCTGATGG OCTTAGOCAT 
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64601 GTTATAATOC AGTACTAAOG GOCTTAOCAG ACAC TOQCTC CTTCM CTTC 
64651 GACTTOOVG CCTOCAGAAC TCTAAGAAAT AAAAGTTTTT TCTTTATAAA 
64701 TTAOOCAGTC TCTQOTATTC TCTTATOGCA GGAAA AAAGA GA GTGAGA CA 
64751 CTTAATATAT ATGAAGCATC TAGACTCTtT GGCACATTGT ACATTTTAAA 
64801 TGGCAGATAT CGXTATCATC AATATCATCA TCATCA TCAT CTGTGGCTGT 
64851 ATAATAOCTC OCTCTOCATT TAAAGGATCA GGGCTGGTCT AGCAGTTATT 
64901 AATATAAGTG AGCTAGTTOG CTATAAAOCT CTOCTATAGG OTTGGCAXA 
64951 AA UV GTC TC ATOGAXAATC AGAGAATTTC GACCTOCTAA TCACAGGGGA 
65001 CTGACAAGAA AAGO0CAGAG GGAGCTGATT GAGCATCCTC AOTTCTTTCT 
65051 AOCAAAOGQC TCAATCAGAC AGCTTCTCT1 TOXAGGAGT AGAOVCTGAG 
65101 GGGGTGGAAA OVGGCTOGA OTTnGACTOCA CTGAGAAGTC GCTGAATOGA 
65151 TAGCAGGCAG GGAATTAAGG AGTTTO0CTG TCGCAAGTCT CTA GTCGTAC 
65201 AATATTAGGA CAGCFGI 1 1 1 TTTAATI IGI ICTCIUiGTG CATATTTTTC 
65251 ATCTCCACAA CATAACTACT TACTCACTCT Gl IGLI 1 1 1 1 GAAATTTATA 
65301 ACATCTAAAT TTOGAAATGT GAGGTATCCT CTCAGGAAAA TTATATA7CT 
65351 GTTAAAATTC 1 1 PQCTCC1 1 TTAGGACACT TtXATOCATC TOGTGAGCTC 
65401 TAGTAGOGXA CATACTCAGC AAGAATTAAA GGTAGTTTCT GGCI IGI 1 1 1 
65451 TO0CAAACAA TAAIIIGI IC AAAATACAGA AATTTCGAAA CTAO00CATC 
65501 ATGAGAAACT TTTCAAAGAG AATTTAATOT AGAGT AACTA 1 1 I I I I IGLI 
65551 CTGAGGAATA ATTTTOGGAA AAGAAATTTC CTTTATATTC AQGCATATTC 
65601 AGTAAGTTCC CTTCATTTTC AAACAAATTC ATCAGOPCTC CTTTOOOCAT 
65651 TOGOCAAACT TGTTCATTTT CTTOVTTCTT AAACTOGCA ICIGICIICC 
65701 GCTCACTTTA OCAOGTAGCT AAA! CI CI IA AGAGQCAAOC TATTOGCACT 
65751 CCOTCATCT TTTTTAATTT AATOGATCAT AAGTOCTGTT GATTTCATCA 
65801 CPCACATCnC TCAAATOQOT CIOCITQGAT ATCTTOCTAC I ICTCATTTC 
65851 AGACAATTCT G ATTTCTCA C TTOCAGCAGC CTPOCAGCTC CXTPOCTQOC 
65901 AATCTOOQCT ATGAGCATTC I G I I CITCA A ACTCTTOCXA AAGAGGAATT 
65951 TCTAAAATAC OSTTTC ATCA TCTAATTOCA GOTTTTAAAA AOCTAATCTT 
66001 GAOCTOGA CATTTAAAGA ATAAAGTOOG TATTTCTTOG GATCACTCAC 
66051 ATQQCTTTQC TCTGAI ICIG GCTACATOCT TAGAGAATCA CTTGCAGATA 
66101 TTAATTTTQC ATATOCTATT COCTTTACAT GGAATGI IOC TOOCTCCTCT 
66151 TTO000CATC CTTTCGCTGA TCAAOQ0CTA TTCATO CTCC ATCTCACTTT 
66201 GGGTCTTAOC CTGAGGAAAC AGTOGTTATT TTTTOOCTGC GCATCTOGGC 
66251 TGGATAGGOC TOCTAAGTTC TCOGAGAACA CACAGTAlCAC AO- 1 1GUUG 
66301 ATTATCACAC IGI I I GI IGI TCTGGOGTTC 1 1 IGIGICHC TTCAATATCA 
66351 GIHU I G AG ATTAQQGAOC TGAGATOQOC AGTGGGGAGC AGAGCAGGAC 
66401 C IG( I IU GAC OOOCTCAGTA ACVACVOCPG GGGAAGAGAA OCTACAAATA 
66451 A A I GI ' G T A TT GCATCAATAA AGCTATATAT OOO C I P OCFG TTCATACTTA 
66501 TXXATTTAAT I ICTCAACTC TAAATGCTCT Al III IUGC ATTAA ATTTC 
66551 Gl 1 1 IA TTOG TTTCAGTTTC CIC I I I A TAT GGAI 1 1 1 GAG TCCTAATTTT 
66601 GTOAAOCAGC ATATCAACAG I ICIIICIAG CI I I IGIGOC OOG OTAGAAT 
66651 GQCAGCTOCA TGAAGACAGG GATTAGTCTC IGI 1 1 IGI IC ACIGLIGI 1 1 
66701 TCTCAGCATC TAGAATAGTG CTOQCACATA TAGATACTCA CAAAGTATTT 
66751 GTTGAATCAA TGAAG GIGI I GCATACAAAT TTGATAAATA AAACTTA GGT 
66801 HICII I CA A ATATTAATOC TTAQCTOCAT ICIG1 ICAAT Al I II IATTA 
66851 GAGATAAOCT TTAAAAATCT TOLI IGICAC ATAAGAGTTA ATTOCATCAA 
66901 TCTTACAGAA CAAGQCTATA CTCAGAAATT CAAGGAACAC CTTAATCAAT 
66951 GAGGGTTATT TCA1 IGI GAG AGAGTATAGA AATOOTTCAT AGTATQCTOT 
67001 AAGTAATTTT ACTTTACGTG TAAGTACTTT TCTCTGGCTT TCCAGAACAT 
67051 G CT G TTO GAG TAAGAGAGGA ATOC3GTATT GTGGAOOGAG GGGATAGATT 
67101 TGGATACAGC CnOTTCAG GAAGGTAGAG AGGTCAACTA TTACATATOC 
67151 AGCAGTAACT TOQCTTTCAA AGACTAAGTG TTCTCATTCA ATCATTTCAT 
67201 A CIIIIIGIG CATCTACTAC AATT7GAAGA ATAGAAGAGG GAAATOCATC 
67251 TCTAAGGCAT GGTOQCAACA TTTAAGAAAC OCAGATTTOG GGATACAAGG 
67301 IGIGTGTG1G CACATOCATC TGIGICCAAT TTAAATCCAC AGGGTAAAGA 
67351 ACTTTCAGTC AG7GACAATC AGTGGCAATC GTGGTAATTA AG1GCTGGGG 
67401 AAGATCAAGG GAGAGAGAGG G1GLIGAGAG CCAATAGGGT GGAACATCTT 
67451 TGAAAGAGCT GGGTTCTCAA GTATTOCFOC ATAGAAGGGC ATTTTAAATA 
67501 G CTTTTTTO C GICC I IA TTC TCTTAAGCAT TATTAAATTC TTCTXjOCATC 
67551 TTTAAAAGGT TOXTAGCTT AGGTOCACTG GCAAGAAATT ATAAAAGCAG 
67601 CATCAOCAGG CGTOGTGGCT CATGOCTOTA ATOGCAGCAC 1 1 IGGGAGGC 
67651 CAAGGQGGGA GGAI 1 1 CI IG AGTTCAGGAG TTTGAGACCA GCOGGGCAA 
67701 CATCGTGAAA (XC1G0CTCT ACAAAAAATA CAAAAATTAG CTX3GGAGCAG 
67751 TGGGAOGTOC CTCTAGOOOC AGCTACVCAG GAGGGTAAGG TOGGAGGTTC 
67801 GOTGAGOCT GGGAGGTCGA GGTTOGAGTA AACTGAGATT GPGOCACTAC 
67851 ACACAGCCTG GGCAACAGAG OGAGAOOCTG TCTCAAAAAA AAAAAATTAA 
67901 ATTAAAACAA TAAAAGGAGT GTOGTTCC1 1 ATAAGGAGTG ATGGAGTGGA 
67951 CAGAGGAGGT TTTTGGGCTA GTCAGGTAAG GCTGGGGTAT GAATCTAGAA 
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68001 GTTTOCATTT AAATAGCAGG GAGOOCTTAG GCAAATCACT TAACTTCTCA 
68051 GCTTTGOGPG TTTCACCPGA Gbl IGU ICA AAGATTGAAT GAAAOOOTAT 
68101 ATATAAAGTG CTGCTAAAGA TCATCTOGCA TCTOGCAGCT TCPCAAGAAA 
68151 TCTTAOTTTC CU 1 1 CI OCT TACAAAGATA AGATOCTTOC TTTGAGTATA 
68201 TTTTTASQCr TOCTGATCAT TATTCGTTAT GATTTTAAAT CTTOOTCCAG 
68251 (XAGCACDCA TATOCTTTCT GCAGTTAACA AAAGAGQCAA AGGTTCACTA 
68301 CTOGQQGAAA AGAQOTGTAC AGAAATGGGT GTAGAGAAAG TAGATCTTTG 
68351 AAGGQGATCT MTTAGGAAA GTATTTTTOC TOGTGGTOCA GAAT TTAAA A 
68401 TTATAGAGTC TTATCAGAAA ATCATAATAT TCAGGTTAAG AACAGTTTAT 
68451 T A I I ICL I Cr CTATATTOGA GAATATTTTC ATTATOTAT ATAAGAACCT 
68501 TCTAAAAATT MICMCIIA ACTAGCTTOC GACTATAGGC CATTAATOCT 
68551 GTTATTATTT (AAAGATTAA ACAACTATAG TAATAACAGG A TTATATC TG 
68601 CATTAATTTA TATTACTTCA TTCCGCAAAG GATTTCAGCT AGTTTTTAGA 
68651 AGCATAAAAC ACTOCAGAAA TAAAATAGTA GGATAGGAGT AGAAAATAAA 
68701 ATTTCAQCAA OCATCAAAAA TATCACATAG TATA I CI IU TAAGACTQGG 
68751 GGAATCTAAA CACATCAOCA GTCAGQGOCT ATATAGTTCT TAGAGTOOCA 
68801 TAGCAAATTT GACTCTAAGC TTCTC G CAAA CAAGATGAAA AGGGAAGCAT 
68851 GATOGOTGTG GTTAAATAAG ACACAATTTA OTCTTACTT TACTCAAGGA 
68901 AGCAAGTATT TTTTOOQ0CT TTCTTTCTTA TAGGAGATOC TOGGTAATGA 
68951 AGTAATCITC GCATTOQ0CT TATAGPGGAG GTAATAATOG ATTTTATCAG 
69001 GCAGTTTCTT TAAGCATCTC TTGATCAAAG ATGAGGCTAT GACATCAAGA 
69051 GACAATTCTG AQQ0CQGGAG CAGTGGCKA CACXTATAAT CECAGCACTT 
69101 TOGGAAGGTC AQQOQQQCAG ATCACTTGAG GTGAGGAGTT GGAGAGCAGC 
69151 CP3GOCAACA TOGAAAOCTC GICICIACTG AAAATACAAA AATCAGAAAC 
69201 OCTGTCTTTA CTAAAAATAC AAAAATTAGC TGGGOGTGCT GQCAGTCOCT 
69251 GCAATCTCAG CfACTTOQGA GGCTGAGQCA GGAGAATTOC TPGAAGCCAG 
69301 TAGGTGGAGG TPGGAGTGAA CTGAAATCAC AOCAOGCAC T0CAQOTOG 
69351 GTGACASAAC AAGACTOCAT CTOVAAAAAA AAAAAAAAAA AAAAAGACAA 
69401 ITCTGAAAGr GOTGAGTOGT TCTAOCAGQG GQCAQGA1GA TCTCATCTGG 
69451 GTTATOGATT CTAQGTCTOG GCKATCTAA GGTGACAGAC AGAGGGTAGA 
69501 COGCACAATC TTOCTATCTT CTTTAAATAT CACTGCTTTC AAGAGGACTT 
69551 1 1 1 M I I I 1 1 TTTTTGAAAC AGGATCTTOC OCPQ0QCTCT CAG0CAGGTT 
69601 GGAGGGGAGT GQCATCATCA TCGCTCACTG CAGOCTTGAC CTOOGAGCTC 
69651 AGGCTTCTCA GTAGCPQGGA CAAGAGGTGC ATGGCAGOOT GACTOQCTAA 
69701 TTTTAAAAAG MCi l MUb l l 1 1 1 I 1 1 I I I C TCTAGAGACA GGCTCTCCCT 
69751 AG AT TCP0C A GGUGGTCTC AAACTCCTGG GCTCAAGCAG CTCTOCAGTC 
69801 TTTGOCICTC AAA GTOTTOG GATTACAGAC GTGAGGCAGC AOGOCTOGCC 
69851 CAAAAAAGAT AATAATCTT3G TTATTOGAAG AAGTGATTTC CTCTCAAAAC 
69901 ATAAATKAT MUILU II ALICI IGIAA OTTCTGAGG TGAAAAGTAG 
69951 GAAGTTO0CA GATTTI I CAT TGCTGTAAAG AAAGATTATA GACAAGCAAG 
70001 GAAGGACTTA GAATAACCTG TCTGATAATG AATTAGAAG* GTTGGAGGTG 
70051 TATCIAAGTA TOCTCAGGAT GAATTTATGT TTAGCTTAAT GTAGATACAG 
70101 ATGGTTACAT GTGGAAAGTA TTTATAGCTA TQCATAGATA GOTTOOTATA 
70151 TCTACATCTA TTT7CTA0CT OCTTTQGCTA AGAGGGOGCA G AAGDCATC A 
70201 CATOOCTGTT GCAACAAAAA CAOCTAGCAC CATTTATCTT Gbl IIGIAAT 
70251 AOATTCTOC AGTAAAAACA AOGAGGGCTC CTTOCAGAAA GQGCTGATCA 
70301 TAATATATAA GATTAGGCTC GAGCATCTTA TATATCAGAA AGCAAGGGAG 
70351 TACTCAAAAA CTAAAAACAA TAAACTCCTC COCAATAATG GGAGTATCTC 
70401 AAAGGGICAC AGGAGQCATG TGAAAGAGTT TOCAATAGOC AACAAAATGA 
70451 AGAAGTATTT GAATTTAAAT CAGAGTATAA AATAAATATC TAOGAGTGCA 
70501 TAATGATATA AAGAAGTGAT TGAATAAATA AATAAATCTG GGAGACTAGA 
70551 CAAATO000C ATCCAGAAGA ATTOCAAGTA ATTTATGTAG GTAAATACTT 
70601 CACTCTCAAA GAGGCAGAGC ATAATTAATT GOOCACTC3CT GTAAGTGTGG 
70651 GCTGCTTAGT GA CTTOGTC CAGGAGTGCA GTATAAATAG GGAAAAGAAG 
70701 ACAACTTCAC AGTOGAGGAA TCTOGGAAAC TCTGTOOCAC CCAGATCATC 
70751 AAGGTTTACA TCAAAAGCAC TAAGGCATCT TCATACTGCA CIGIGIIICjC 
70801 TTGATATAAT GQGATGAAAT GGCACTTTC1 GTAGTCGTGC TTOCAAAAAA 
70851 GCTCATAGGC CTAGACTAAT CATGGGAAGA ACAOCAGAGA AATOCTAATT 
70901 GAGGGACATG CTACTTAATT OCPGAAAAGT ACIGCPCAAT GCTCTCAAGG 
70951 TCATCTGAAA CAAGAAAAGT CPGGCAAACT GTCACAGTGA AGAGGAGACT 
71001 AAGGAGATAT GAGGACTAAA TATAATCTGG TAI CI lb I AT GGGATCTTGG 
71051 AATAGAAAAA GGATATTAGT TAAAACTGAG GAAATCTGAG TAAAATATAG 
71101 ATGTTTC1TA CTAATAATCT ATCAATAGTA GFTCATTAAT TGTGAGAAAT 
71151 GTAACATACT ATGGTAAGAT GTTAATAATA GAGGAAACTG GATGTGAGGT 
71201 ATATOGGCAC ICGCTGTACT GTTCAGAATT GTTATCTAAA TCTGAAACTA 
71251 TTCTAAAATG AAAGTCTATT TTATTTTATT TTATTTTCAG AGGGAGTCTT 

71301 gi ncrerre c gcaggctgta gtgcagtoot gaaatctogg ctcactgcaa 

71351 GCTOCAQCTC CTOGTCTCAA GGGATTCTOC TGGCTCAGGC TGCTAAGTAG 
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AGQCAOGOQC 
GGTTTCAGCA 
OCAOCTGGCT 
QGOOCAGACA 
ATOOTACTAT 
GTOTCTACT 
TOCTAGCraC 
AGTAGCTGGG 
II 1 1 \ ACT AG 
CTGACCTCGT 
GCATCAGOCA 
GTTTCCAAGA 
CAGAGTATAA 
GAGAAGTATT 
ATAATGATAT 
ACAAATCTOC 
TCAGAGTATC 
AAAAAAAAAA 
GACTTATAGC 
CTATCAGCAT 
III! IATTTA 
Gl 1 1 IAATTT 
AATCTAGTCT 
ATTATTTOOC 
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CIGUI 1 1 CAT 
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ATAAI I 101 I 
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TTTAAGAAAT 
OXAGTAGCA 
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1 1 1 1 IAAAAT 
GTAATTTATA 
CTCAGTTTCT 
AAGTTCTTAG 
II ICI IGTAT 
OCTAAAOCAA 
AGACAGAGTC 
AGCTCACTOC 
QCIUIIGAAT 
TTTGTATTTT 



CAGCACAOCC 
TCTTCGGCAA 
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74801 GGAAGGCTGG ICI ICAATTC CTAACCTCAG GTGATCTGGC CAACTCAGOC 
74851 TOGCAAAGTG C TOOT SAOVC AGGATTTTCC TCAGCrACTT TOOCAAGCAG 
74901 GGACTCACTC GGCCATGGGC CAAGGCACGC C3QCTCACTTC GTOCAOCTOT 
74951 GCTATAGCIT CTACTGAOGT TCAGCQGTTC CGGAGCTCTT GTOVTCCATC 
75001 TAAAAAGAAG GVGCATATGC TCACAATTTC AAGTCTAAGG ATGGGTOGAG 
75051 AAGAATTTTA CTGAGTTATG GAACAACTCT CAGCATTAAG GGGACAOGGG 
75101 GIGCTGOCPC AGCOCCAGAG TCAGGTOGTT 1 1 ICICICIC TCTOOGIG 
75151 TCTQQGTCPG GGGCTTTTTA TOGACTCAGA ATOGGGftGTC TCTACAGATT 
75201 G G1 1 KTO VG TATOCAATAA AAGTTAAAGT GAAGAGAATA TTCAAAGGTC 
75251 GGQGCGATAG TCTAGAAAAC CAATTAQGAA AGGGTAGGTA 7OTAQOCTOG 
75301 CATCCJTQGCT CGTGOCTCTA ATCGCAGCAC TTTGGGATOC CAfiCOCAGGT 
75351 GGATCAOCTG AGATCAGGAG TTTCAAAGAA GOCTGfrOCAA CATOGTCAAA 
75401 GGGCGTCTCT ACTAAAAATA CAAAAATTAG CAGGOTGTOG TQQCACACAC 
75451 CTCTAGTOOC AACTACTTOG TAGACTGAGG CAGAAGAATT GCTGGAAOCT 
75501 GGGAGGGAGA GCTTCCAGTC AGGCAAGATT GGAGCATCGC ALMCIGGCT 
75551 GGORGACATA GGGOGAGAGT GTCTCAAAAA AAAAAAAAAA AAAAAAAAAA 
75601 AGAAAGGGTA GGTATCICTA AAATAGGTOG AGGGTOGGGA TCAATCAGAG 
75651 GAAAGCATOC CAAATO9GAA GACAGGTTCT CAATOCAGTC CATOGATTTG 
75701 GCTGGGACTT GTAGCTAGGC TTTAAAGTUr CTTCAGCTTC AAGGTCAGET 
75751 TTCAOCAGGG AQ00G TTO CT ACAOOCXTAT CTGGCTAGGC ATTTCTOQC 
75801 CTCTTOCro C TATCAGTTCT GOGCTCRGAA GAGGTACATC TAACTOOGAT 
75851 TAGAATAGGG ATGATCACTC ATACTAACTG CTTCUGCIG AGAGGGGTCC 
75901 GGG STOC n SI TTTOGGAAAA TOGCAGTCAG ATCTOOCTCA GAGGOCTATC 
75951 TAAGGGFDOC CAGTAAAAGG GAG0CAT0GT CTGAGGCTGC AGTTTCATCA 
76001 CTGGAGTTTA ATOGOCTCAA AATCAGAAGA CAAOCAGATT ATTAGAAGGC 
76051 ATCTATCAAA ACAAAATAAG GGGGTAAGGA CAGCTCAAAA ATOCTGAGGC 
76101 TOCCAACATC COCAGATAAC AGGTX3GCTAT AGTTATOCCT GCTAAGATTT 
76151 GGGTCAATCA GGCTCGGGT TOGTCAGCTT CTTTQGTCTT ATTTTCOCAA 
76201 ACAAAGAAAC C1CPQGGTTA OGGGCAOOCT G1TTACTOCT ATC AOCTOG C 
76251 AGGATTTCCA GGATAATTOC CCAGAACTAG AATATTGATC CAGATTTTTA 
76301 CATCAO0CAT OJL1 1 1 JG TT TCI ICIGAGC TCCAGCTGAT GATCACTOOT 
76351 TGGTTCACAG AAATAAGCAG GGTTAGTCTA AAATGCAGAC AAA AACTTA A 
76401 AAACAACTAA TCAGACTAGA ATTTAATGAA AAGTCTATCA TAAATTTTCA 
76451 AACATAATTT 1 1 CTCTC TO C AGTOCTCATT 1 1 IGI 1AAAA ACAAATCATC 
76501 ATAGGACTCA GTCATTTGCA GAATAAACTT TAG I CI I ATA TTfG GOCTO G 
76551 TTATTTCCAT AAAGCADVGC AAGAATAATT AM 1 1 ICACA CAGQCTTTTA 
76601 AA ATTOGCTI 7GATGGAACT UGMCjGACA AGGAAT7TCA GATAAGAGCT 
76651 TTTAAAGCTC AGGOGAGGGA TOGGTTTOTA TOCTCAAATA OCFATGAGTT 
76701 GGGTAAATTC CTOOTCn GAGGTOGCAA GATAACATOG GGTTOCTQGG 
76751 OCTATTAGAA AGTGACATTC TTTATTCACC AGAGATTAGG AACTOCTAC 
76801 AGGGACrcre TAGAAGAGAA AGTATCAGGC CAGI 1 1 ICJUC AAGGGGOTT 
76851 TATTOGTTCT GCAAGTCAAA CTTCAI I ICI TAAAGGTAAG CACAOQOTC 
76901 CAGTCAAAGC CTTOGTAAAA CAAGCAGTTT CPQCAGI IGI GIUL1GI IGC 
76951 AAAAGAAAAT GGAT7CTTAC TGCACTCATC CAAATAACTG 1AI JGCTGCA 
77001 AATTAAGAAT ACTCACAAAT AGTTTOCAAG TTCTCAGGAA AOCAGGCAAA 
77051 AAGAAATAAA 1GIGCTOCAA AM I IGI ICA CTOGAGTATA OCTTACTCAA 
77101 I IGI IA AAAG CTATAGATAG CTCAACATCA AAGTTTOCTT GACTCTCAAA 
77151 AACAAAAGAA GGATCAGCAA IGI I MAAGC AAAAAAAGAT TACTTCAGCT 
77201 TTCTATTAGT TCAGTACATT CTATTAACTC MCMCIGCT TCATATTCAT 
77251 GAACATTTCA GCICI I CATC AGIU.IGIAC Al I I ICCCTC TATTOCAATC 
77301 TCACAATCTC CAAAGTTATC AGAAAC3CTCC ATTTGAGAGC AOCTUTCAAA 
77351 GTOOCATAGC TCATTATAAA CC A I CM MG AAAAGGATCA AAATAAGACA 
77401 ATTCTCTGTC AATCACAAAA I G I C I I R SQ G TAATAACAGT CAAAGCCATC 
77451 ATTCACAAAG AAATTTGGTT AIMCIG AGC TTTACAATAA CAACATAATA 
77501 AM I I I MM I M I MM I I TTTTCAGAGG GAGTCTOGCT CTGTOGOQCA 
77551 GGCTGGAGTG CAGTOGOGGG ATCTOGGCTC ACPGCAAGCT CQGOCTOOOG 
77601 GGTnCACAOC ATTCTOCTQC CTCAGOCTOC CAAGTAGCTG GGACTACAGG 
77651 CG000GCCAC TAOGQ0QGGC TAAI M II IG TATTTTTAGT AGAGAOGQGG 
77701 TTTCAOCGTT TTAG009GGA TOGTCTOGAT CIOCIGACCT CGTCATOCGC 
77751 CCGCCTCGGC CTCOCAAAGT GCTOGGATTA CAGGCGPGAG OCAOQGGGOC 
77801 CGGCAACATA ATAATTTTAA TTAGGATTGA TAGCATATAC TCAGACATTA 
77851 GAATTTTAGA AACCRATAG AATTTTGGAA CATATCTATT TTTCATTAAA 
77901 ATATAACCTG AAGAAGATTA AACATTATTT TTATTTTCGC AATO0CACAT 
77951 AACTAAACAT GTCAGTTAAT OCIGM I A 0C ICICII MGG ATOCTOCAGG 
78001 AGGCC IC I G I AGTATTCAAA AGTAAGGGGT OVGAAAAGAC AAOCTTCAAA 
78051 CTGAAGTTTG ATI I PGGGAA GUUGMAAG TAGATTAGAG OTTTAAAAGA 
78101 CTTTATATTA TCAAATACAA TTOCAGATTA CCATAAGPCA TTTATTTAGC 
78151 CAAAATCATC ACTCAAAAAT TTTTAAAAAG GTAAAAAGCT TTACTCATTA 
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78201 AGAGTCAAGA CAGOTTOCA AAGAAACAAT CCATCTCTOG ICTUIOOCAC 
78251 AOCCTTTA7T TTTTCA7GAA AICI I IAGAT AATTCTCTOC AATCTTAAOC 
78301 AGITTGAOCA TCAGGTGAGA TTCTTATAAA OCTTTACAAA TTTTTCTTAA 
78351 AGAGTAGATC AGTOGCTTAA GAAAAGCTTC ITU 1 1 1 A TT CTAATCTTCA 
78401 ATTTACAGAA AAAGCATC TA ATA OXI 1 1 1 GAATTTAGTt AATATCTTCA 
78451 CAGACAGAAT TTCTTTTCCA AGATTAATTT TTACAAAOCT TCCACAAGCT 
78501 TCAACTTTAT CTTATCCAAC TTAAAAGAAT TATTTAATOC TCTAAACTAG 
78551 GCAA AAATTT AAATTCGCAT GQ CTTCTTA T M l LC I I VA C TAAAAAOVCA 
78601 TTTALI I ILL TTAGAGACCT TCATCTAAAT CTGTTTTCAG TAGTCTCAAT 
78651 TACATCGTAT AATOGTAAAC CTTAGCAATT TTTAATT7TA ATGTAAAGGC 
78701 TCOTAAGTTA TTTTAATTAT GTGCTAOCAA TTATAQCTTA AOT7OTAQQG 
78751 ACTCTGblGI GCTATTQOTA ATAT9G0CTT ACAAAACTCA AAAGCAAGCA 
78801 AGGVGMCAA TTTTCAAAAG GGCAAGAAGC AGQCTGQGTC TOGTGGCTCA 
78851 CAGCTOTAAT GGCAGCACTT TCGGAGAGGC AGGCAGGTGG ATCAOCTGflG 
78901 GTCAGGAGTT GAAGACCAGC CP9QCTAACA TCGTGAAAAT CGGTOCTAC 
78951 TAAA AAAAAA ATAAAAAAAT TAGTTOCTCA TTATOGTCTA TOOCTOTACT 
79001 CCCAGCTACT CAGGAGGGTG AGGCAOGAGA ATOVCTTGAA GCTGGGAGGC 
79051 AGAGGCAAGC AAGATCATGC CACPQCACTC CATOCTGGAC AAGAGAG1GA 
79101 TAL1G I PGAA AAAACAAAAA AGAGAAAAAA GGCAAAGAAG CACTTTATAA 
79151 CTTTAAA GCA TTTAGTAAAC CTAOTATCTC AQCTOCATAA TTTAGACGaC 
79201 ATGTTTACAT TTTCAAGAGA I I IGIATTTT AOCAATAATC TCTAAAACTT 
79251 T TTAI 1 1 1 IC AAATATTAAA ATCATTTCAA CTAAAAGGTA TTATAGCTTT 
79301 TAI 1 1 1 1 (XI TCA GAAAATA TTTCATCTAA GTOCTTATTT TTCTCTA AGC 
79351 CAATTAATTA GAGCILI 1 1 1 TTATAGAAAC ATCACACATA TTOCACATAT 
79401 ATAACTACAC AGACAGAGGA TOCAGIAGTT GTAAGATTTT TC A1 IGICJLA 
79451 ATCTOCTAAT TAGATTACTS AGCTCAGGAT GGAG O0CTTC AAGAGCAGGG 
79501 CTAGGAAAGC ATOCAG TTTC TAGGGOCTAA TAAATAGTTA TAQCTOGAAG 
79551 ACAAAAACAG ATTTTCAGAG GGATTTATCT GCTTTTAATT L I 1 1LGG I I I 
79601 CA TCAGGAAA ACAGAGGTTT 1 1 I ILIAAAA TCGGGTOVGT GGT G CLICI X 
79651 CCAIIIMIL CAQQGAGTOC CAGGOCATCA GAAGTIATCT TAGGGGCTCT 
79701 CATOCGTOGA TTAAGAGAGG CAAGACAAAA TGGAGAAAAG TAATTCAGTT 
79751 GACTGAAAAA GAAAATCTTT TTOCAGTCAA ACAAGATOCA AGAAGAGGAA 
79801 AACATAGAGG <JLI 1 1 IAAAT ATCOCTATAG CTTOGATATC CACTTTTAAT 
79851 TA AGCTCACT TTTTACCATA GILO LI I AT TTTAAAAAAT CCTTTTAAAT 
79901 CCCTTGTTAC CCAACTTTAG CCTCAGGAAG TGQOCAATAT TTCPQGCTTT 
79951 TGAACTTTAC CAAAAGTAAC CTCACAGGTC AAAOGAAGAA GCCTTAAGTA 
80001 AGG HGIGAC T7CACTOQCT GTCTACAAGG TATTT7CAAA GAGATOGTAA 
80051 GGAGIIIIIA GAAAATOAG AATCTTTAAA GATAGCTOVS AGAAAGGAAG 
80101 ATTTAAGAAA GGAAGCTAGA AG I IGI I CAT GGAGQQGAAG AGAATCAGCA 
80151 AATCATAAAA GTCAGACAGA TATTAGQCAG AAAGTACTCA TTO0CTAAGC 
80201 CAGGATTGAA GGTGGGCTTC CATTGTAAAA TGGOVGAGAC CAAAAGAA/VG 
80251 ICJLI PGGAGG TOOTTAGAAG GTCAAGCTOC CAAGGACATA AAACAAGATC 
80301 GAGAOCTTAT TCAGI 1 1 1 1 1 I ICCIICAGA GACCTCTAGC AAAGTCTOTA 
80351 ACTCAOCAGT TTCGATOGCT GGCTTCAACA GTGGGGTAT GGGGTCCTAG 
80401 GTOGTCTTC TATOCTGTCT TACICLI TAT GAGAGAACTG TACAGAAAGA 
80451 CAGAGAAAG C ATAGCAGATT GGCTACAGCT TAAGATTAGC CTCACAAATC 
80501 CMII MCJCA TTAATCAAAA CTTTACAGAA GAATAAACAG TCATTTTTAT 
80551 OCI ICJLI 1 1 1 ACK3GTTTGC AGAGGGAGAA AGAGGOGAGA AGTOGACTG 
80601 GTAAGAACTT TTALICI 1 1 1 ACTGGCATCT GAGGLI I CTG GGTTOOCTTC 
80651 GCAGTTCAAT TTTAAGQCAA GCAGTTTAAG GTTTGGOGAT ACTAAACTTT 
80701 TCACAGATAT TTTOCAGTAT GTTTAAATAG TTTTCTTTA5 OCCAGATTTA 
80751 ATAATAGTTA TCTCTAGTAG GGTTTGCATG AOCACTTTAT TCGAATCGCA 
80801 CAAACAGAAG TTGATTAGCA AATTATATAT ATATTTOCAT ACGTTTATTT 
80851 TACATAATTT AAGGCTATTA GAOCAATATT GGTTATTACA GAGGATAGAT 
80901 AGCTTGAAAG AGGOCAAGAT GGAGTGGAAA TCCAGGTTOG AGCTA0CAAA 
80951 GG GGAAAAA A CTATTCATCA AGCTTTAACT ACAATAAATC TTO0 G I IGG 
81001 GTATTTTCAT TTCTAA AGAG TTTOGOCTTC CAGTCATTIA CATCGGCATA 
81051 ATTACAAGAC CTTTCCTTTA I I RGGCATGC AGGAGAATCT TCTTAAATAT 
81101 TAAACCTAAC CACTTTCAGT GATTTQCATC CTOCTTTTC1 CATAGATTTA 
81151 GAGCCTTOGG Al 1 1 1 I ILIC AGAATGGAGT AGGAAACAAA TAGGGTCTGG 
81201 ATAGGGAAAT TCAAAAGCTT CCTGGTATTT TICIG1IGAA AG AIN LI T A 
81251 ACATOGCTTC TTCGATCTCT CF CIC I G ATC TCAAAOVTAC ACAGATATTC 
81301 AAATAAGAGT TATAGAAGCA CATCTTCCAC ATTTTTOQ CA TCT A 'I'GICIC 
81351 AAGACACAGG AGATTOATC TOGTCTTOG ATOGAAOGAC TTTRGCATCT 
81401 TACTAGACTC AAAATTATTC GAAGGTAGAG AAATCTCTTA T I I G I I II I A 
81451 TATTOOCAAC AGGCTAGGAT AGAGOCTAGA ACATTAAAGA ACACTAAAAT 
81501 TTTAATAGTG TAACPGAAAA GCAGGTTAGT TGGTCACTOC ATCTAGAGTC 
81551 CAATTAACAA GAGGAAGTTC TGATAGAAAG AAGTCTAT7T ATTTCAAAAC 



FIGURE 3-24 



Rec'd PCT/PTO 0 3 SEP 

WO 03/076644 PCT/US03/06667^ 



30/65 

81601 tagcttaggg gaagaggcac aaagcatoct qoctttaaat gtgccacttc 
81651 aoctttcgag caaaaagtgg gcatttttat aaggtagggg aggaaatcag 
81701 caagggcaag tctooctctc ctactgggca agtatctgag ctcgcagctt 
81751 cttcggcaga actaagttct aaaagtogcc aagtgggtat qli i icaaca 
81801 toocctccta gtgggca7ga gttctgagat gaccctctgg agagttctgt 
81851 gqgggcatcc i i igblugc aaatagactg ttaactttog aggagagatc 
81901 cttcggggga aaatatatat taggaagtoc tctgtgggtc 1 1 1 igiagaa 
81951 ggagctagag ggactag9gc togattctta tttatttatt tatttattta 
82001 i tctctc tct gtotatctca gagagagaga gagaaagaga gogagaogag 
82051 gtcttoctnoc gttccccacg ggggagtgca gtggcatgat catagcttac 
82101 tccagoctca aactoctoqg ctccagggag gcigligoct gagcctg qca 
82151 agaagctggg ggta ctottg tctgctaoca tgoocagcta gtttttaaag 
82201 t ai ii 1 1 it i tgtacagatg gggtcttoct ttgttgooca ggctgqqctt 
82251 gaactactgg cttcaagtaa tcocctaoc tcagc3ct00c aaagtgctgg 
82301 ga7tatacat atcagcgact gttcctggtc taott7ggac imniiim 
82351 tttgaaacag agtcttactc tcttooocag gctogaatgc agtoggacag 
82401 toovqctca ctogaaactc caoctcocag attcaagoga ttctcattac 
82451 tcagoctooc gaatagogg gattagaggc aggogqcagc acagocagct 
82501 aatttttcta 1 1 1 1 \a ctag agatggggtt toggoctgtt ggocaggctc 
82551 gicpc g aact gctgacgtca ggtgatcoac gcagctcggg ctdgcaag gt 
82601 gctgggatta caggtgtgag gcaacaogoc toggoctttg catttttaag 
82651 ataaaaattt taccatoctg gatatattgt agtagctatc tacttcagtt 
82701 tctovattct taaaogaact taatagaagt agtaocttat agaattttog 
82751 ggattaaatg aaatagtctt ctgagcacaa caaatatatt atcagcacaa 
82801 cagctaggnc ta7tcagtct ttattattat aatagcagta atagtcagac 
82851 ttggaagggg 7gaaagagaa caacagtoca ttttai 1 1 1 1 gtogcatata 
82901 tatcatagct ggtaagaoct togattcttt agatcggatc ttaaaactpg 
82951 acaaaactag aa atcitctg agtgtocaat agcaggtcat aactaatoca 
83001 atcattaatt tattcttgaa tttgatcaga agacagacxt aacttcatct 
83051 attgcgaatt actattctaa caaaatctat tggaatttca gtttaggcac 
83101 tgcagtacaa cagtgtgaat ttcaaaagtg agatatttta tctggctttt 
83151 taaagtaggt tttcaaaoca gttaaaggct ctaaaaooca ttaagaagga 
83201 tactatoggt caqgaatagc attttatcag gal 1 ci i gag aaaagggtoc 
83251 tctcpoooct ggaogatogt agaagtggag gttactoca cttgttctc1 
83301 tacttogtat ctctogtct tctctcactt ggtatogagt gagaggggct 
83351 tgagagggac gacttaagag atttaaagga tfq0q00cag ttctggggaa 
83401 caga9gagca gggtctcact ctoogagaga gocaagaagg agagaactgt 
83451 ggctogctta ctcttoogac agaaagagct atactctaat ggtgtctctg 
83501 ttgaatttoc ctagactoga go g i pgtca gggcaaagga aatct atttc 
83551 ctgcagatta gaqgtcggcc tagcggagga gaagggtagc ctogagtttc 
83601 actcctctc c aaatagatgc ctgaaagggc agtgaggttc caagggtgag 
83651 tcttttgaat gaca90gaaa aagocaggag aagaatcaat tatocaagtc 
83701 aatggtgcta tqgocagaag gaactctgag gtgagactct gaataaocca 
83751 tcaaagtgca togagaaaa aagaattagc ttcaaacatc agcagacagg 
83801 tgttttggca ggagggctca tcttqgaatc tocttgoctt octt000cag 
83851 ocrocatctc gcatcoctac cttcgaaaga toogacagct agggttogtg 
83901 taaagtqgtg gaagagaaga aaagcagctg atttcaatoc cttoqcaggt 
83951 tooctogggc togggaaaag atttgattac ctagtgaata i igbl i id 1 1 
84001 aoctaaagtg aqgataagoc tttctttaac attcagcaaa agaatcaaat 
84051 gggoclgrre aagigiicat ctagtctcaa gggaaaattt ttooocactg 
84101 aataaatttt aagaaggcag tcaagagaag aagctatatt tgattatatc 
84151 ctcttagtoc ttattcaata gacacataaa tctgtaattt ttaatatt7g 
84201 gtatagaagt aggttcaaat ccacagtaact tgacagaaac ugiucaagg 
84251 g i high 1 1 c i Hiu i n CTTTcrnrn mu iii n tttcagacag 

84301 AATCTCACTC TCTOQGOCAG GTTGGAGTAC AGTAGGATGA GCTCGGCTCA 
84351 CTGCAGOCTC CAOCTOOCAA GGTTCAAGCA AMU IGIG C CTCAGOCTCC 
84401 TGAGTAGCPG GGATTAGAGG CATCAGOCAA CAOGGQQGGC TAATTTTTCT 
84451 ATTTTTAGTA GAGAOGAGGT GTCTCCATCT TOGOCAGGCT GGTCTTCATC 
84501 CTCAGCTCAG GTGATCTOGC TCCCTTGATC TCCCAAAGTG CTGGGATTAC 
84551 AQGTGTGAGC CAOCATO00C GGOCAAGGTC 1 1 1 II IU IG AAAATATCTT 
84601 GACTCATATA AGCAGTATAT GCAATATAAG GATATCCTCT TCGGTT7CTT 
84651 GATCTOGTCT AATATTTAGT GTTOGOCGCT TAATTATAAA AGI PGG I 1 1 
84701 ATCTAAAAGT AGATGTTAGT TGTCAGGCAA PG1 I PGCTG1 AAAAAATAAA 
84751 TAAAAAATAA AAGTAGATCT TAGGATATTT TCTTOAGGC TGOCTAGTAT 
84801 TTATATTAGA TTCTTTOTT TTTTGAGAAA GCGTCTOGCT CAGCTOOOCA 
84851 GGCTOGAGTG OGCAGT1GG0G GGATCTOGGC TCACPGCAAC GKXATCTOC 
84901 OGGGTTCAAG TCATTCTCCC ATCTCAGOCT GCTGAGTAGC TOGGATTACA 
84951 GGCAOQCAOC AOCAOGCCTG GCTAAI 1 1 1 I GTATTTTAGr AGAGGOGGAG 



10/ 506513 



FIGURE 3-25 



Rec'd PCT/PTO 0 3 SEP 

WO 03/076644 PCT/US03/06667 

10/ 506b 

85001 TTTCACCATG TTOGOCAGGC TOGTOGGAA CICLrGACCT CAGGTGATCA 
85051 GOOCACCTOG GOOOCCAAA GTGCTAGGAT TACAGATC TG AGOCAO CPCA 
85101 COCAGOCTAG ATTC1 I ICTT AAAOCATAGA TGTCTGAACT TTTTTGAATG 
85151 AAATTAAATC A7TAGAGA7T AGTAAAATTT TTCTATAAGA TAGTAGACTA 
85201 ACAAATTOT ACTAGTCTGG GIGIGGIGAC TCATOOCTCT AATCOCAQCA 
85251 ATTTCGGAGG GCAGGGTOGG GO0VGCACTT AAGOCCAGGA GTTTCAGAOC 
85301 AGGCTGGGCA ACATOGOGAA ACL" I IGICIC TACAAAAGAT ACAAAAATTA 
85351 GCTQGTCTT3G TGGCACACAC CTOTAGTOOC AGCTACTCAG GAGQCTTAGG 
85401 TCGGAGGATC GCTTCAQCCT AGAAGGCAGA GCTTCCAGTC AGGAAACATT 
85451 GCGTCAOOGC ACTOCAGOCT GGGTGAGACA GOGAG AOOC T GT CTCATTA A 
85501 AAAAAGAAAA TTTAAGCTCT CTCAAGCVCT CCATACTCTA AGGCTOgCA 
85551 TCTCTTCATT GGAI IGIGCT AATATATTTC GCCAATCAGC TCu lULlAC 
85601 TG 1 C TACTTT TCAATOOCTG TCAOCAOCAT CTAAGTCAAG ATGACAGTOT 
85651 TTACACAGTC TCTTCATTCT GTTTTAAGAT TATAGICI IL 1 1 ICIUGIGA 
85701 GGGAAGAAAG AAAATAGAAA TATGGCTTAC TCATTOGGGC ATGGCTTAOG 
85751 OCTGCAATOC CAGCATTTTA GAGGGCAAGG TOGGAGGATT GCTGGA AGOC 
85801 AGGAGTTCAA GAOCAGCTTC ACTAGCAAAG TCAGACOCTG TCT CTACAA A 
85851 AGAAACACAC ACAAAAGAAA TATCACTGAC TAAAATACAT ATAA TTTTCA 
85901 TAATACTTTA AAATOTAAGA AGGCAAAAAA TTTCTOGGCT CAAGGTOGGT 
85951 GATCGGTTCA AQCTAGGAGT TCAAGAOCAG GCTOGGGAAC CTQGCAAAAC 
86001 CI IGI I ILIA CAAAAAOTAC AAAAATTAGC CAQGC ATOGT GGTGCACAQC 
86051 IG1GGI ILIA GCTACTTCGA AGATTCAGGT GGGAAATTTC CTTGA GOCTG 
86101 GGCTUTOGAG ATOCAGTGA GCPGAGATTG CACCACTOCA CTCCAQOCTC 
86151 GGCAGOGGAG TCAGAGCTTT TCTCAAAAAA AAAAAAAAAA AAAGGCAAAA 
86201 AATTAAATTA TTAGTATOGT AAAGTTTOGT TTOGAOTAA TATCAA ACTC 
86251 Al I ICIA GAA ATOVTCATCA TTTGCATAGG GCTTAACTTC CTTTOCTAAG 
86301 AAAATAGAGT AGTATACTAG GAGACTTOCA GAGCTOCATA GAGCTTCAGG 
86351 GTCATCTAOC AAGACAGACA Al I IGI I GUI ATCATCAGTG TTAAACTCTA 
86401 AATTATTAAG TOGTATCTC GCAGATACTG AAGTT TATAT ACALIIILIL 
86451 TA A1CI I IA A TAATTCTAGA AAGGTATCTG TTTCATOCAT TTTCAAGATA 
86501 AGAAAACTCA TTCAGAGGGG AAGTAAOCTG AOCAAG AATA CGI I GIAGTT 
86551 GTAGAGCTGG GAATATCACT CAIGICIGI I M I ICCATAG GXATTTTCA 
86601 CTTAGGTTOC ATTAGTTTAT TATATATTTT AGAAGGACTT ACAGACTTCA 
86651 1 1 ILCIL AGC GAAOTCAGAT TACTCATTTC I I PQGGAGAG AA TTATCAT T 
86701 A I f l GI A TTT AAT A I 1 1 CM TCCIGI IGST TTTCAI 1 1 1 1 GAG 1 1 1 1 1 AT 
86751 GGAATCTCAC I' l O G ATTCT CAA1 1 1 1 1 1 1 ATTC TCAAAT ATAACATAOC 
86801 TTCAGAAAAA AAGATTAAAC ATATOATCG TTTTATAAAT GATT ATAAA A 
86851 TAAATA00CA GTAACTATTA TOCAGGTCAG CAAATATTCT ACTAGTCTAT 
86901 GAGTCAATTT OCATOGCAAA AGAACTAAGC TTAQGCACTA TACTCAAAAA 
86951 AACTAAAAAT AAAAI III IC1 TAAA1CTGTA TTATATCAAT GGAA TAAATA 
87001 CAAATATAAC TTAOCATCTC ATAATTOOOC OOVOGCTTTX: CLIILMIIA 
87051 CAGGATOGCT AGOTTOCTC TCCATCGGGA TGAI 1 1 ICI I I IGCIGCOCA 
87101 ATAGTCAGOG ICI IC ACAGA OCTATTTOGT TCTCGGAAAA CAGCTCTCGT 
87151 GGGIGCIGCT GTTGGATTTC TPGGGCTCAT GTOCAGI ICI 1 1 IGIAAGGT 
87201 AAGGACTTOG 1 1 1 1 1 1 CA TC TTQCTTTTTA AAAACTUTTA GATA QCTTAA 
87251 AG 1 1 1 IACTT TCAGAAACTA TGCTATTTAC AAGCAAAGAT OLILCIIMC 
87301 ATTTT7TAAA ACTTTAAGCA ATATCAOTA T AAAACAAAC TCTTATOCAT 
87351 AGCAGCAAAT CAGAGCTTGA GAATTTGAAT GCI 1 1 1 1 1 1 1 CI IGIAATCC 
87401 CTAAGAOTA GAOVTCAATC AGGATATATC IGI I ICI IGG TCCATOGAAA 
87451 A A I GI IICIC CTTAICI 1 1 1 ICI ICIATTC ACATAAAAAT C3CTAATOGCA 
87501 CTCAAGTTAT AACAATCATT TATCTAAAAC AGCAGQCTTA GTTTAGQGTC 
87551 AOTTOVGTCT GAGGQGCAGG GG TTACAAT A AGIGGIGI 1 1 TAAA OTAGCT 
87601 GTTCATAGGC TTCATATCAA ATAI 1 1 I IGI TAATCAGAOC AAAACTTTGC 
87651 CATTTATTCC AAOOCAGGTA GAGAATTOCT GICIGI ICI I TAAAAAAAGA 
87701 ACATCCTAAA ATTTTAAAAT ATCATOGCAA AATCAAGTGG TCCAATCTAC 
87751 CTTAAAATAA AACTTAATCT CAATCTACTT CTCCTGTATC TATTAGAATA 
87801 AGGATOCCCA AUUUCIGTCC CAGAGACTGG TAOGGGTOCA TCGLCIGI IA 
87851 GGAATTOGGC TOCACAGCAG GAGCHGAGCr GTGGGTCAGT AAGCAAAGCT 
87901 TOCTCTATAT TTATAGCTGC TCOOCATTAC TPGCATTAOC AOCTGAGCTC 
87951 CAOCTOCTOT CAGATCAGTG GCAGCATTAG Al ICI ICIAG GAGTGCAAAC 
88001 OCTATTCTGA ACTOTAGATA TCAGGGATCT AGOTTGCACT CCCCTTA7GA 
88051 GAATCTAAAT GOCTGATCAT CTCTCACTTT CTOOOGTCAC AOOGAGATCT 
88101 GACTCTCTAG T7TCAGGAAA ACAAGOOCAG GATTCOCACT GATTCTACAT 
88151 TATCATCAGT TCTATAATTA TTTCATTATA TATTACAATC TAATAATAAT 
88201 AGAAATAAAG TOCACAATAA ATCTAATGCA CTTCAATCAT GOCTAAQOGC 
88251 CCTCCGCCGG CAOCATOCAT GGAAAAATTC TTOCTGAAAC TOGTCICTGG 
88301 TCOCAAAAAG ATTOGGGATT GCTGTATTAG AAGAAAAGAC ACAGTQCACX 
88351 GAAGAGGGAC TCACTCTAAG GAACGGATCG GCACATAACT GCATGGAACA 
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TT ATTAATA C 
CTATTGTCAG 
AG1 RjPQCTA 
GCTAGTTTC1 
CTCACCACPG 
TCTCTCTCTC 
AAAT TOQCTT 
ATTTAGCTTC 
GCAAGGGGAA 
I I I CCTC T A G 
TAGGTCAATC 
TTCGTATOCG 
AGGTCACAAA 
AA GQSTTC AG 
CTOCAGGAGG 
AG TCATACCA 
AGTAT TTTTA 
CTTAAAI I ! I 
AGTAAGTTAC 
AATGAATCAA 
ATAGATCTCT 
CACAI I I II I 
TCGOGTOGTC 
CGTOCTOCre 
TCAGAGOCAG 
Gl 1 1 1 GOAT 
GGGAAAGTCT 
AGAT7TTTAA 
AATAIGITGG 
GAGGTCAGAT 
GAAGGTOGTC 
GAGGATTCOC 
TTAOCTOVGC 
TAAOCAACTT 
TAGOCI 1 1 IC 
CAAAGAACAT 
r l rag l AAA 
TCGGCTTAGA 
AGTCTTTCFG 
GAAGAGTOCA 
AAACAGGCAC 
GAAAAAATAT 
GGTOGAAAAA 
TTTAAAAAAT 
CTCTTCATTT 
AGCACAGTTC 
AGGTGGCTGA 
TCAGATTAAA 
TTTOOCTCTA 
TAGAAAATAT 
CTAOCAAGCA 
CTTTATACAG 

GccrooGGcr 

CTATTTCAAG 
GCAGPGTCn 
AGOGTCGGCC 



PCTOG IOTA 
ACPGATTTAA 
CTCTTAAGAT 
TTTCCPGOCr 
AAGCGTTAAT 

I I MAI 1 1 IT 
GGCmXACC 
A TT Cn I CA T 
AAA AATTA TA 
TAOCTTTATC 
TATTTOGAAT 
CAGCAACATA 
CTCATCAGAT 
TACTTCTOGC 
GAGAGGGGAC 
TAACAAAACA 
AGGAATAA AA 
1 1 ICIUAOC 
ACTACATCTA 
CTGATCAAAG 
ATCK3G7ATA 
CTOCAGIICT 
ACAOOCATCT 
ACAGOCTTAC 
CPGGAAOCAT 
CAGTAGTOCA 
GAGAAGCTCT 
CTGTACAQGA 
ATATACAC TT 
TTTCTTTAAA 
AATTATCTGG 
GfATTAATTT 
IGI MCI MA 

ttttttttca 
ttatcatagc 
ggocagcttc 
ctaatttcag 
gttggcagac 
toggattaca 

TATTCTTTTC 
CTAAAGAAAG 
TAATTPOGGA 
CTAGCTCTOG 
AACATOGCTT 
ATGTTOCTAG 
TAATCTTACT 
AAAAAACTTT 
AATGATATCA 
CPCTAAGATT 
GCTTAGAAAC 
TAGTOfrGAAT 
GTACAGGGOG 
AACreCAOCT 
AAAATOQQGC 
CTOCATC AAA 
GTTTCATTCA 
TACOLI ICJLI 
TCACTOVGTG 
ACAAAATCAC 
TTAAAATAQG 

I I I IGGTTAA 
GTTGATGAAC 
CAOVGTAACA 
TTOCATOGAG 
GCICCI I IGC 
AAGOGOCTTG 
CACAATOCTC 

rcmTAGAC 
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AGTCCCTTOC 
TATCTAGCTC 
G AM I OC ATC 
OTTCCTUTC 
GTCGTCATTA 
AAATATTTAA 
CX30CAACAGA 
ATTT TCTTOC 
TTTATTTCTT 
GGTTTTTTCr 
AAGAI rCTTC 
AT ATTTACAT 
AGCTTCTTTC 
TCTAOCACTT 
TGAGAGGTAG 
CACATAGAAA 
ATTATCAGAT 
CTCTAAGTXjA 
ATA 1 1 CI CAT 
GCTAGTGAAA 
GATTCTGAGT 
GCCI ICIGQG 
OOG ICICIG 
TCATTTACAT 
GTCTTACTGA 
AATAOCATCA 
GTOGTTTTOC 
ACPGATC1 IC 
TCAAGAAGQC 
ATTGTTAAAT 
AAAACTACTT 

crernrcn 

AGCAGACTAT 
GAGAGGGTXT 
TGACTCCAGC 
CTCAGTAGCT 
CT A1MI MI 
TCGTCTOWG 
GGTGTCAGCC 
GAGAATCTAT 
AGTGGAGATT 
AAGOCTAGAA 
ATTAATAGAG 
AATTTTATCA 
ACTAGGATTA 
TTCTAACAAA 
AA CTAG I I 1 1 
TOCTTTATCT 
ATTTAATCCA 
TOGGATCACT 
ATCAIIICir 
AAGGTTOGTC 
CTCTGCAAAT 
CM MCI Ml 
TAAT TAGATT 
GACTAQGl i i 
GGGAGCAA OC 
CTGTCTOGGT 
TCATCAOCTT 
TTTAGTGCTA 
1 M 1 1 M 1 1 1 
AAAAAQOCAC 
A TATTCAA AG 
GCTCTOTAOC 
ATAGCAGOCr 
GACTGGTOAA 

croocrmoc 

ATTGAGGGTC 
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GTTOGTAGAA 
TGGCTAACAG 
C I I nSTCTCl 
CCTAGCTCTC 
AGGAAAAATA 
TCAACAGAAT 
CATOOCTTGC 
ATCTAATTTA 
TGTAGAAAAT 
TOAAAATTC 
TAGGTAATTC 
TATTATTAAT 
ATCTOGAAGC 
GGGGAATCTA 
ACAACTTATC 
GCAAIGI 1 1 1 
ATAT! 1 1 CAT 
AAGAAAATTT 
ATATTCTATT 
CTTGA GAGC A 
GTCAAGTC3GC 
GAAAACCTTC 
AAICCI I 1 1 1 
TOCACTTATT 
AGGGAAAAOC 
TAAAGCTCAX 
AACFGAGAGC 
CTCATCATTC 
AGAGAGAAAT 

AAAAATAAAT 

AGGTCGAAAA 
CPCT61 1 ATT 
GAATATCTTC 
CACTATTACT 
CTGGATTCCT 
AGGACTACAG 
Mill ITAAA 

ocATxrrccr 

AOCAOOTOG 
CTOGTACAGA 
CAGTAAAGGG 
GTGATTCTTG 
GGAGAAGGGC 
GATTCTAGAG 
TTATOCAAAA 
ITCTTTOCn 
ATTGCTTAOC 
TGCTAAGAAA 
TTAI ICI 1 1 1 
AAAGGAATAC 
Gl IGICI ICC 
TACAGOOCTT 
Gl IUUGACA 
ACTACCI IGI 
TCATAGTTAA 
I IGGI I IGI I 
TTTATTTCPG 
CAGCTCAAAT 
AATOGTTATT 
CATOCTTCAC 
1 1 I IGGI IAA 
TTA TACTA TA 
CIGCI 1 1 OCA 
TTACOATOG 
TCAI IGGICA 
TGGCATTGTC 
TCTTAAGGGT 
CTCTGCATCT 
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91801 TC ATCTTrei rCTOTTCTG GCTOGCTTTA CTTAGOGACC TCTTOCTACC 
91B51 AGTAOCAAAG ATAAAGAGAG TCGAGGTAGC GGATOCTOOC ICI 1 1 IICAG 
91901 GAAAAAGTTC AGTOCTOCAA AAAAAATTTT CAATTTTGGC ATCTTCAAGG 
91951 TCACAGCTTA TGCAGTTJPQG GCACTTGGAA TAOCACTPGC ACTTTTTCGA 

92001 TA cnrcre c otatcttca cttggvgagt atolicjli ic actcatcatg 

92051 AATATTACTA TTTAATAAAG AAAAACTTCT TTGAAGAGAA AGTTACGVCC 
92101 AGTTAAAGTT GGGCTCAAAC ATTATOCTOG TTCTAATTTT GGTAIICI IC 
92151 AAATCAAAGG TCTOCAAGA CAATCTCAGC ACATCCATTA GACCAOAAA 
92201 CAGAGAGAGT Aid HCA TA GTCTOCTTTG GTATTTTAAA AAOQCTGCAA 
92251 ACCCAGOCAG ACAOCATOOT GOCIGTOAT GGTCGCAGCT ACTAAGCTGA 
92301 GGCAGGAGGA TCACTPGAGC GCAGGACTTC GAATCGAGCC TAGAGAACAT 
92351 AGAGAGACTC TAOCTCTAAA AATAAAATAA ATCTOOOCAA ACAAACACAA 
92401 TCTTTTTTAA OVQGAAGGCT AAAATAGTGG AAC AAATTA C AATCAGTATA 
92451 AAACATTTCA TAG GTCTO I II ICIICATA TOQCTTTTAT CAGGGAGAAA 
92501 GCTAGOGCTA TCATTTTCCT AOCATAAGTA AAMGI 1 1 1 i CAA00GAAGG 
92551 GTGTAQCTAA TTAGCAAAAA AGOCATCATG TTCATACAAA GAAACATTAC 
92601 ATOACTTCT GGTACACTTC TGGGAAAATC GGAATTOAT TCAGAGGAAT 
92651 ATCTGAGAAA ACTTACTCAA GATCTAAATC AGGAAAGAGA ACTAHUbl 1 1 
92701 TATAGGAAAT TAGGATTTCA AOTGCTCAAG AAGTTTATAT IGI I IATTTC 
92751 TATTTCAAAG GCAAAATTCA GLI I IGI I AT ACTGAAATAC GAATAATTAA 
92801 TCTCTAGACT GGGOTTGGTC OCTCACGOCT GTAATOGCAC CACTTTOGGG 
92851 GGCPGATCCA GGAGTTCAAG A0CAG0GTOG GCAACATAAG GAGACTTCAT 
92901 OOGTAOCraG GGAAGGAAAA AAAAAAAAGA AGGAAGAAGC AGTGTCTAAA 
92951 OTATCTO0CC CPQGCAAOOT TTCTTCAAAA GIGI ICATTA TCTTTCTTOC 
93001 I II M I CH I TCTGQCTGAA AATCTATTTA CAATTCAO0G TAAATCATAA 
93051 AAATOGCATT GGCACACATA TTTCTATGTT TC TCAACTTC GATTTTTTTC 
93101 TAGCTTACAG TCTACTTTTC GAGAI I Ibid CAATTTTTCT TTAGTTAAGA 
93151 AATAACTATA AATATAACCG ATTTAGGGAC TATCAGGCTA CATCCPGATC 
93201 TCATAGTOCA 1 1 1 1CA TACT ATTAGGAAAG TATAGO0GAA CCAAOTAAG 
93251 CTAAGTmOC TGGAATATAG A1CIGI IGIG AGAGGATTAA CTTTAOCATC 
93301 CAAOCTCm CATAGCTTCT GTAGTCAAGA GAACATTTAT PSTgTO G II 
93351 CTTAAAAAGA TGAGTAGAAA ITOTTTTCl III 1 1 MCI I II I IOAGAC 
93401 AQQGTCTTC1 TAAGI PQCTC AGGCTGGCTT CAAGCAAGOC TOCTQ0CTCA 
93451 GCTAGGATTA CAGZVGCAAG GCAGCACAGC CAGCTTTAAA AAAAA AATTC 
93501 I CI I nSGT AC TAGCACATCA ACACACCTAG AGAAATCATA ACTCAGCT TT 
93551 GCTAATACTA GACATTTAOC AAAGGAAAAG TOOTAGATGA CTCTCTAGTT 
93601 ATTTTTCGTT ATATATTTAT AATTTGTAAA TTAATTTCAC ATATATTACT 
93651 TCATTTCACT TTCAGAATAA ACCAGTAAAG CAGATAAAAT AAATATTAGC 
93701 TOCAATTTTA CAGACTGAAA AACAGATCTA I Ibl IAATAG AGAOGT TAAG 
93751 TGATTTTCCA AGAATTACAT GTCAGTAAAC AGCAGAGCAG GAGTTAGTTC 
93801 PCTTOCACTC 1GCI IA OCTG GTAGCAAAAT CAGTCTACAG TCTTAATAGC 
93851 ATATTQQGOC A C1 IO J LIG G ATATATTAOC AAATCTCTOC ATCTTATTAG 
93901 GGGAAAAATG ACTATO0CTA AGGAAATTTA ATAAGCATCT TAIIIUICA 
93951 GGTAAATAAA ATTTCATAGT GGAAGGTGAG TTAGAGAATC TTATAGATAC 
94001 mTCTCATC AGGAGATOGC AAATCAGATG GTGCAGAGAA CAATAAAGTC 
94051 TCTGTTAATT CTCTTAATAA A0CATG0CTT 111 IUU.II IUJLI ICUC 
941Q1 CAGGCATCTT I ICI IA CAAA ATATCTTCAC ATTGTTCATT TCAGA1 1 1 IC 
94151 IC I 1 1 CI CA T AAOQGPGCOC GTTATOGCAC OGAATGCAGC AOGGTAGAGG 
94201 AAAGATCAGA TAGCTAAATC OCATACAGOT GTTTAAATCT OCTOTTOOT 
94251 TATCTACTGA Gl I IGICA CT TTCTTCTAAT TTAAGGTTTG AATTATOGAT 
94301 ACTTAAGCAG GAATCGGAGA CTAG1 1 ICJCT OCTT ATAGAG GGAAAAGGTG 
94351 TCTCATATOC TTCAAAAGAC TAOTAAAOTA GATCAIGI IC AATTOCTACT 
94401 AAAOOCTTTA TTCA CTOTTC AGGGGACACA TATATCAGAC GTAAAAATTT 
94451 GCTCTGAAGG AGCATAAAOC TAGTACATCT AATTAAAAAT GGCTACAGTT 
94501 TATAAAGCAC TTTTACATAC AMC1CI I AT TTAATATTCA CAACAATGCA 
94551 GTA0CTCTCG TCTATOCTCT TTATTTCATC GAAGGGAAGA CTAAGGOGOG 
94601 GAAAGATTAA ATAACTTGCT CAG0CAGGCA CAOTGGCPCA C3G0OATAAT 
94651 CrcAOOACTT TQGGAGAATG AAGTGGAAGG ATCACTTCAG GGCAGGAGTT 
94701 CAAGAGCAGC TTCAGCAACA TAGTGAGATT GCATCTCTAC AAAAAGTAAT 
94751 TTAAAAAAAT TAICI G GGCA TOGTCGTOCA TOOCTCTGOT OQCAGCTACT 
94801 TGGGAGGCPG GGGTGGAAGG ATOGCATCAG C30CAGGAGGT CAAGGCTGCA 
94851 GTCAGOOVTC ATOGTOQGAC TGCACTCCAG CCTGGGTGAC TCAGTAAGAC 
94901 CCT A TCTCTA AAAAAAATTA TAAAGTATTC TAAAGGAAGA ACAGATTGAA 
94951 CAATTTTTAA TTTATTTCTC TOCTCCTXTT AGTGGCAGOC TTTTAAATAT 
95001 GGAAGGTCAA GAAATAAAGA GGCAGATCTG GTGGTACACA TCT CTAGTO C 
95051 TAACTACTCA GGAGGCTGAG GCAGGAGGAT TCCTOGAGOC CAGGAGTTCA 
95101 AGGCTOTGCT GTOCTATGAT TCTGOCACTG GAOGGCAGQC TOGGT AACAG 
95151 AGCAAGACTC TCTOCTA AA AAACAGATAA TAAATAAAGA AGTAACITOC 
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95201 TTGAGGTCAC AGAGATAGTG ACTGATAATT ATTACTOTAG TACTTTTATC 
95251 TAAGAGGCAG TATTCTATAG TOGTTTAAAA GTGAAGGTTC TOQGOCTQOT 
95301 GOGGTOGCTC AOOOCTOTAA TOOCAGCACT TTOGGAGGOC AAGGCAGGTG 
95351 TATCAOCAGA GGTEAGGAAT TTGTGAOGAG GCTGGGCAAC ATGGTGAAAC 
95401 CCTGTCTCTA CTAAAAGTAC AAAAATTAGC 7GGAGGTGAT TCCTTGCACC 
95451 TGTAATCTCA GCTACTCAGG AGGCTGAGGC AGGAGAATOG CTTCAACTTC 
95501 GGAGGGAGAG GmGCAGTGA GCTGAGAGOG C3QCCATTOCA CPDCAGOCTG 
95551 GGTCAGAAGA GOGAAACTOC ATCTCAAAAA AAAAAAAAAA AAAAGTTCTG 
95601 AAGTAAGAGA GATCTGGATT TAAATTCAGG TTTTCTTTCT TACTAGTTGC 
95651 ATAAOCTTOG GCATCCTCTC TAAGCATCAG 1 1 ICC I CATC TATGGAGATA 
95701 AACGCAATTT TOCAGAGTTG TGAGGATTAG ATAAAATCTA TCPGAAACAT 
95751 CTAOCTCAGr TCTOGCATAA AAATOGGAGT TATT7TAATC TAAGGCAATG 
95801 TCATTOGCAA CTTCAGATAG AACTAAATTT TGAAAGGAGA AAGATAATAC 
95851 GCATTTCGAA AAGTGGTTTT AAAAAGTTTC ATAGCATTOG AGTTOGGOCT 
95901 TCAGCATGAG ATTTTCTOTA CAAATCTGAT CI I IGATCAA CTAGGG AACT 
95951 AACTTAOCAG TTTAGGTOT 7GAAGATTCA GAAATAGAAT GGAGTGCFCT 
96001 CATTCCTATC TTAAAAATTC TAAGATOTA TTAGATTCTA CATCATCATT 
96051 TGAGAGAGAA TATCTATGCT TCCTTTCAAA GTGAGGTTOG AGGTTTGATC 
96101 TTCTCGTAGT TCA 0G1 1 I CA AAAAGAAGAA TTAGATTGOC TOCTOGAAGC 
96151 TAAATTTACC TIICIIMAG GCJLI P00CAC TTAAAATCTT TTTTAGAAGG 
96201 ATACAAATCT TATAGATCAA TTTAGATGAG GCXTAACTTT CTAAA AAOGA 
96251 TTUTAGTAG CAGCTGCATC AGTTTTTATG AATTOO0OCT TTTOOCTGAG 
96301 AGTTGTTTTC iTTTCTTTTC TOGAATCTTT TTTTGTTTTC VI I ICI 1 1 It. 

96351 crrrerrm GmrcGm 1 1 1 1 1 tgaga cggagtotg ctctgtctoc 
96401 CAGGCTOGAG tccagtggtg caatogoggc tcactocaac ctctacttoc 
96451 OGGATTCAAG tcattctcxt ggctcaaoct coctagtagc toggattaga 

96501 GGOGOCTGGC AOCACAOCTG AOTAATTTT TTCTATTTTT AGTAGAGACA 
96551 GGGTTTTCOC AGATTGGOCA GGCTOGTOOC GAACTGCIGA GGTCAGGTGA 
96601 TOCAO0CATC T7GG0CTO0C AAAATOCTOG GATT AOGGGT GTGAGGGACC 
96651 AQGOCTGGGC nCTOGGTTTC U l lll l l ll 1 1 1 1 1 1 1 1 1 1 TIMLIN II 
96701 AACGGCTOCT CTGACTGCTC TCATTTAGCT TTCAGGAGCA TAAAL ILILI 
96751 TC G I MIL I G CCTA0CTOCA CATCACTOCT COTAGTTTC TTTGCTGACT 
96801 Id I LIUM OGCACTGAGC GCTGAATATC AGCATCTOCT AGGGLI IGIL 
96851 CGCTGATCTT IML I O CATC TATTCTACTC GTGGTTTCAT CXAGTOTZCT 
96901 AAGTTCATAC ATCAC3GTATA TCTCAATOVC TTCAAATTTA TAAI ICTQGF 
96951 CXAGAOCTTT TO0CTGAATC CTOCAQCAGA GCTOTATATC GAGCTGCTTA 
97001 CTTAACATCT CGAC1 PSGG1 AACTGCTAGG IGI I ILAGAC TTACCCVGVC 
97051 TAAGOCTGAG GTCTTC OTCT TAO00CTTAA AACTTACTCT GCD0QCAG0C 
97101 ATOCTCATCT GAGGAGCTGG CAATTO0G0C CTTTCAGTTC ATCAGACTCA 
97151 AAACTTTOGA GTCATOG lb G L IL I IL I 1 1 CTTGCACAOC ATAGICJLIGA 
97201 TOGAGFGAAG AA A TCCR3GT GGLI 1 1 ILI I TCAAAATATA TOCAGGATCT 
97251 GAOCACCTCT CAOCATOCTC ACTACTCATA C3CTTAG0CCA GQCT AOCAOG 
97301 TAOCDCTAGC CTGGATOVCT GQCAGAGQCT GCTAACTGGT L1LIHGI IC 
97351 LI ILILIG OC OGGQGGAGTT PG1 ILILIAT GAAGAAGOCA CAGGCATTCT 
97401 TTCTAAACAT AAGTCACRT GCTCAGAATC CTTCAATOGC TTOCCMTTC 
97451 CCTAAGAGTA AAAAOCAATA TC3GTAGAGT GAOCTACAAG GILL I ILACA 
97501 ATCTGGO0CC CACTACCTCr O0GAGCTTCC ATOGCTCTOC CTTOCX XACT 
97551 CTCCTTCTOC GATTOGGCTT TTAATGGGGC TCACTCTGAC TAOCTGCTTC 
97601 AAA LI ICCIG C3GTO0CTTTT G00CTGAGTA TTCACAAAOC GCTOCTAGTA 
97651 CP0CTTTTC1 IM1MG I A G CACTTAATAC 1 1 ILIAACAT TATCTATTTT 
97701 A LI ILI 1 1 A T TCTAGTCATT GCTTACIATC OGTATATTTA CAOCTCTQCT 
97751 AGAATCTAAA GAGCAGAAGG GTAAGGATCT ATTTCATTCA GTGGTAGATC 
97801 GCAAGGATCT AGCACAGVGC CTAGCACACA CPGGGTCCTC AAATATTTCT 
97851 TCAATCACTA AATATATTCT GGGTGA6TCT GAAGTGACAC TCTATAACTA 
97901 ATOTTOVTTT TTTCATCATT TOGATCTTTA AAATTOCTA CTTTCATOCT 
97951 ATAATGATTT TTCACATTXT GTACTTX3CAG GACATOGTOT TATTAATATT 
98001 TATTCAATAC TTATTOVMCA AATAAGCTCA AACTAAQGAA A0CTOGGAAT 
98051 AATTC6GTAA OCAGTAATOC TGTOOGTTCA TGGAGGAGAG AGTTOGTCTC 
98101 TTTTGCTOG ATTCACTTAT GGLI I IULIG AAATTTTAAG ATAAATAGAA 
98151 GAA AI I IL I G GTCOCTCAAG TAACTGTGTC TTCAGTAOQC ACTGAAAAAT 
98201 CTCAAAGAGT CTOGAGTGGT GIGI MAAGA ATAGGATGGA GGATGCAGAA 
98251 CCATAAOCAG GCCTCAGGTC TGCATAGCTT TGGTOGAGCA TTGAGCATAG 
98301 GGCCTOGTGA GATAACTGAT AAATCGCAAA TATGAGAATC ATAAATGGCA 
98351 AATATCAGAA TGATAAATCC GGAAGAATCA CAGTGACAAT GATAATGAAG 
98401 TTAOCAAAAA TCATGGTAAC 1 1 1 ILILATT GGCATGAAAT GCTOATCTC 
98451 CAATCTGAAG CTGATGATOT AG 1 1 ICAGTT ACTCTCATCT CTXTTCOQCTG 
98501 CTACTCAGAT TCAAAATCAG CTACTTAGTA GCIGIGI ILI TTGACPCTAG 
98551 AGCATATCAT TGGGTCAAAT TTCA GI 1 1 1 I AAATTTTAGA TOCACATOGT 
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98601 TCTCTCTtAA GAAGATCA CT GACTCATATT GAAATCTGTA AAATATCTAT 
98651 TOVTTAGOCT Gl II II I AAA AACTOQCTTA TAAGTGGGTT GACTTTCTGG 
98701 OVGATACTAA TTGACTCTTC TCAAAAGAAA CTTTCACCTC CTAGGAAGAT 
98751 OOCATTTAOC TCATOCTATG GTTCAAGACA GACAGATCAT 1 1GU IGCTA 
98801 GCAGGGCAAT TAGGTGAACT TCAAGFOCAC TAGTAATTOG AAATCATTTT 
98851 1 1 1 1 I 1 1 M f TCAGACTGAG TCTCATTCTC TOQOCCAGQC TCGAGTCCAG 
98901 OGQCATCCTC TOGQCTCACr GCAACCTTCA GCTCCTGGGT TCAAGOGATT 
98951 CM CI G C C P C AGCCTOOOGA GTAGCTOQGA TTACAGGTAC C TOOOVOC AC 
99001 GGCTCACTAA I 1 1 1 lb I A TT TTTGGTAGAG ATOGGTTTCA GCATCTTCGC 
99051 CAGSTTOG TC TCAAACTCCT GAOCTCAQOT GATCTCTOG GCTOGGGCTC 
99101 GCAAAOTGCT GGGTTATAGG CATTAAOOVC QGOGOCTGGC CATGAATTCT 
99151 ATTTTTAAAC CAGAAATCAA AATTTGAGAC TAATAAGTCA 6TACAGGGAG 
99201 CATGTAAACC TOGAAAGGTA I 1 1 1 1 TAGCT TTCAGTAGTG CCAGATOCTG 
99251 GCAAGGGTCA ATCAACACPG GAATCTAGCT ATTAG^OCTT GCTAQGCAGA 
99301 GCAGCTCCAT TTACAOGTG GTCAGAGCAG CAGTACTGCT OCAAGOCAGA 
99351 GCTAAGGGOG CTC^GOCAOG CAAATAQGAA OVGCATACAA QGCTTCATCT 
99401 C1UG IG GCT TGCTCAGAGG GAGATTCATC TAACATTTOC CAAGAATTCA 
99451 TT A 1GI G TC A AGCAOTOOC CAAAATCTCA CAGAAOOCC AGAAGGATCA 
99501 GTUTAATAAA TAACACATAC TTAGAGGCAA GGAAAGAATT CTQCAAAGCT 
99551 GTOCTTGl PC AAAGGCATTC GCATTATOCT TAAAGCTOGG ATTTCAACAC 
99601 AGGTTTCAGA CAAATATCTC TCAAATATAC ICI I 1 1 IATC AAGGAGTCTG 
99651 CATTCCTTCA TTOCTAATOC AGAGATAQGA GIGCIGCTAT TTTCAGOCAT 
99701 ACTOGGOCTA CAOCAAAGAT TOCTTTCCAC Gil ICOCTTC IGI ICICICA 
99751 GAAOGAAGAA CAG4GG0CAT GTTCAGCTCT TOCAQQGCTC AGAGCATOCT 
99801 TOVCAGOCAG GGAGAAAACT CTOGAGGAAA CCAGCTTTTG TTTTGATATA 
99851 ATTAATOQGA ATGAGAAAAT ATCTATAOOC TTATTTTCAG GOOCAACTTC 
99901 nCTTTTCATC TCAAGTACAT TCTGAATATC AGAAAACTCA GGOCATOCAG 
99951 TTA C1 1 1 I CA CAAOCTCTGA CAAGCAGAAC ATCGAOCATA CATAGCTTTC 
1D0001 TCTTCAATTT TO G I IL I A C ACTAAACATT AAGCATAACA GAAGAACAAA 
1D0051 AATOGACATC TACAAATTTA TAGCAAGATC TATOGTTAT TTGATTAACA 
100101 TAAATACTAT TCCAGGAAAA TOGAAAAAGG TAAACIGU I GAAATTTAOT 
100151 CACATATAAA GGCPGCGAGG OCACTOGTOG ATCATTAGTC TOCTGAGAGA 
100201 GCTCTAAAGA ATTAGPSTCT TCGAAAAGTC TTOOCTXTTG TTAAIGIGIA 
100251 AATTTCAOCA GTCGGTTTTT 1 1 1 1 1 1 1 1 IA AGAGAGGGTC TCACTCTCTT 
100301 GTCCAGGCTC GTATCCAGGG GTOCAATCAC AOCTOVCTCT AGCTTGGACC 
100351 T0009GACTC AAGCAATCCT OOCAOCTCAG GCTGOGAAGT AGCTAQGAOC 
100401 ACAGGTGCAC AOCAOCACAC ATOGCTAATT TTTAAI I II I TCTAGAGATG 
100451 GGGTTCTCAC CAGATTOOOC AGGCTGGTCT CAAALI ICIG TOCTCAAACA 

100501 ATCicracroc cttogctcoc toocaaagca ctoggattac aggtccaagc 

100551 CACTAGATCT GGOCTTCACT AGGTTTTTCA 1 1 1 IGI 1 1 IG CAIGIGICTC 
100601 AG GI 1 1 I ATT TCATAAAATC CAGTATACTT TCAATCATCT CAAATTTCAT 
100651 TTCTAATATC GACATTOGCA TGTCI CAAAT CCI IGGACTA ATAATCAAAT 
100701 TAAAGI I I GI TCAA GII IG A GGAAOCTAAA TTAGQ CAATT AGATAAGGGT 
100751 CCI I IIATCT TTTTATATCA ACTAGAAAAT AAAI IGI 1 1 1 GATATGGGAT 
100801 GAATAGAAAT AGAAATCTTA ATTTGAAGAA ICI IOjOCTT GTOGGCTAT 
100851 ACTAAATOGC I II RQOCTC A TATTTAGAAG GTGGU I IGG GTTCTT3GAGA 
100901 GAGTTCTCTC ATOCATTCAG AGTACATTTC TTAOCTTCAA CATCTAGGQC 
100951 ATOCTTTOG G AGAAGOOCTT GTAGTCACTA ACTCTAAGGA TCATAGAGCA 
101001 TAAGGGTAAG CAGGOC1 ICI TATCTATTCA TCCTATCAGG AAGGGICI II 
101051 AGCAOOCAAA CAAAGTTCTA GGGGCPGTAC Al IGLIGATG TCTTAAOCCT 
101101 CAGCTGOOCA TCTAGCATCT ATTTA000CT ATGCI I I (JUL CACI 1 1 CI AT 
101151 OOCTATCATT ATATCTCPGG CICI II IGOC OCTOCPQCT TGGGCAGCTT 
101201 ACTTCTAATT AGAAAGTTTA TATTOGCIOV TAACATATTG TAAAAGTCCT 
101251 CATTTAAAGG GCAATOCACA OCAAATTOGA GGTCTATAAT TOCAAAGATC 
101301 GAATOOCTAT AIC ICIGI IA TCCAATOOCT GT A I CIC I G I ATOCATCTTA 
101351 AATTCAACTC ATC L1 Mill GAAGTAAAAT GGTAAGAACA GTGGCAACAT 
101401 CTA G1CI IC A GAGCATAGTT TAAGATTTTT GOOCAATOCT C3CAA00CATC 
101451 CAATGGTGPG CTTTCAAAAC CACAGGTTTC TTTTAGACAA ATACAAC ATT 
101501 TATTTOOOGC Al MCI 1 1 1 I GATTTAACAT TTTAGTTAAC ATTTTTATTA 
101551 ACATTTTAGT CTACAAGATG CTTCCACATT ATCTCTCATT GGAGTCTCAG 
101601 GACCACrcrc TCAAATGGGC AATATCAGGG CnOATCTA GCAAGAAAAG 
101651 AACCAGATTT GGGGTGGOGA AACAACTTOC TCAGGGTTOC AAGGATOGTA 
101701 CATOGTGCAG GCAGGGCTTG AGCTTOGGTC TTCTTAAAAG TCTOGU 1 1 1 
101751 AAATAAAATA CTTAAGTGOC TGGCAAAAAA GTATAACATT AACTTAGGAC 
101801 CPGAAAGGCA TTGTAGAGAT CAGGTAGTTC CACPOCTOOC C3CTGOCCTAC 
101851 AAAAAAAGAA AGGTAAAGGA AOGAAGGCAT GGAATAGTTA AGTTGCTTGC 
101901 GVAAAGOCAC AGTTATAAAA GTAGCAGAAC TOGGTOTAAT AOOCAAGAAC 
101951 ATOCATOGAA AATAAATOGA AGCTTATTAC AG00CAGOCT GTAAATATGT 
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102001 ACATAGAAAC AGAATCTGTA TCTAGAAAGA AAAT TATTA G AGGAGTGAAA 
102051 TTA G1 1 PCTXj TOCTAAGOCT GGTCAACTCA TAQQCTTCAT TTOGCAATCA 
102101 GGAGGTTCCT TTQOCATTTT GACA TGATO C ATTTTCTOVG A GTTCQ CAAG 
1D2151 AGCAATTCCA ACTGGCTTTC TTGTCTTTCT TTCATQGATC TATTTGGAGC 
102201 TCAGGGACAA GGITCTTA TG OQQCAGATTC TOOCTGAGAA TCCAAGGCTC 
102251 ACAGTAGTAT OCTTATAAAC CAAAGTTCAC TCTACACTCG G CCAGG AATC 
102301 GGCTGCTGAA GGTGAOCTCT CCTTCATCTT GOTTOOTTTA TCTTTGTTOG 

102351 rro g ircrei tt aicic tgt tcactataag giiciijAcag aagcaaagtc 

102401 TTGGTCCOOG TTACATCTOC GCAGGCTOGT GGATCATGCT TACAGAGTGC 
102451 TQGAAACTTT TTTATTTATT TAAAATGGAG TTAOOTAACT GAAG4GTTGC 
102501 CCTATCTCAG TCAGCACTGC AAOCAATTAA AATAGAAAGG CTTAAAATAT 
102551 TAATTTTCTT TTTAGOCTAG AGTCTTAAAT ACTAGGGTTT AAAAGTTTCA 
102601 TTTACTTTCT CTCTOOCTCT CTOOCPCTCT GQCICICICC CTtXXTTCCT 
102651 TCTTTOTOC CTOOCTOQCT ICI I IOCTTT IICCIIIIIC TTAACTA7GC 
102701 AGAATCCTTT OCTA L 1 1 IG C AGAATCCTTT GCTACTTTCC AAAATAAAGA 
102751 GTAATCAOT iGLI I M IC I TCAAGACTTT CAAATTTAAG TAATTTTCTT 
102801 1 1 IC1A TTTT TCATTCAAAA ATAGGGTTAT AAOVTTTOG 7GACACAAGG 
102851 ATATATATAT ATATTTAGAG ACAGQGTCTT GCTATCTTOC TTAGGCTGGC 
102901 CTTGAACTCC TOGTGTCAAG TCATOCTOCT GTCTGAGOCT TGGCAAGTGC 
102951 TGQGATCAGA GGCATCAGGC ACTGTACTCA GQCTTTATTA ATCTAAATAT 
103001 GATAATTTAC OCACTGAGAT TCATTTCTGC TGATTAAATT TACTCTCAAT 
103051 CGCTATATGT ATTTCTTCTA TTTTTOTTCT TCTTATGTGG GCFQGAAATC 
103101 1 1 POO 1 1 A T TCATTCATTC ATTOQ CTTOG CAATTAACTT OCAAAAAGGC 
103151 TATGAAGATA TTTATOCACA TATACATTTT ATCATTCAAC TCTCATGGTA 
103201 AOCTTTTATA AGGAAAGCAG TOCTAATAGT GGTTCTTCTA CTAATAGATA 
103251 AGAAGATTCA GGCTCAGVGA GGTTTAAAAG GTTTGOCTAA GG1 IULACAG 
103301 TTAAGTAACA GAGTTOOCAT TAGAATAGAT TTCCAGTTTA TTCTAATGGC 
103351 AAGCTTAATT ATTCTTCTTT GACI IGCICI AATTATAAAT CAGTTAAACA 
103401 GATTCAGGCA TTCATTTGAG TATCTATTCT GTGGCATAGA CATTCTAGAT 
103451 GTGGGGATAC AATCCTAAGA ACAGATACTT TCTCATAGAC AGCTCAATAA 
103501 ACAAGTAAAT TCATAAAGAA ACAAAGTAGT TTTCAAATAG TGATATTTTC 
303551 TTCAAAGGAA ACAAATFGAG ATCGAAQGTG ATOGTAAGAG ATCGTAAGAG 
103601 ACAACTTTOG OCAGTCAGGG ACAAGOPCAT TCAAAAGCTG ATAGTAAGTA 
103651 CATO LI I IG G GTAAAGGGTA GTATAAGGTA CTTTGAAGGT ACAAAAATAA 
103701 GACAGCTTTC TATTOOOCTT GGGA GGOCTA TAACAGAATT TCTCAAGTCT 
103751 CTAAGGOCAA TCAAGAGTTC GAM 1 1 1 1 IA TOCAACTTAT TTTTAATTGA 
103801 TGTATTATTA AAAATCTCCA TATCAAAAAT GAAAATC7CT TGCATACT7T 
103851 GCTGTAGGAC OCAATCATTC Mill ICI IC ATATACTGCA TTAATCTGTT 
103901 TTCACACTOC TAATAAAGAC TTAGCTGAGA OCAGGTAATT TAGGAAGAAA 
103951 AAGAGGTTTA ATOGACTTAA AGTTOCACAT GGCIGGGTAG GCTTCACAGT 
104001 CATCGTGGAA GATCGAGGAG GATCAAAGGC ATCTOTACA TOGTQGCAGG 
104051 CAGGGGAGTA IG I GCA QGGG AACTGOOCTT TATAAAAQCA TCAGATCAGA 
104101 TCAGACTTAT TOOGTCAC GAGAATAGCA CAAGAAAAAC CTGTOQQCAT 
104151 GATTTAATTA GCTOCCAGCA G CTTOCTO OC A7GATATCTG GGGATTA7GG 
104201 GAGCTAGAAT TCAAGATCAA ATTTOGGTAG GGAACAGAGC OWVOCATAT 
104251 CATTOGCGC CKfrUOOP C GCAAATTTCA TOGOCTGAGA TTTCAAAACT 
104301 AATTATGOCT TOCTAATAGT GOCTCAAAGT CTTAACTCAT TTCAGCATTA 
104351 ACTCAAAAGT GCAGAGTQCA AAGTCTCATC TGAGACAAQG CAAGTOCCCT 
104401 CTGOCTATCA ATCTGTGAAA TOGAAAGCAA GTTAGTTACT TCCTAGATAC 
104451 AATAGGGGTA CATCOATTOG GTAAATACAC OCATTOCAAA TCGGAGACAT 
104501 TGGCCAAAAT AAAGGGGCTA CAGGOCOCAT GGAAGTCTGA AATOCAATAG 
104551 GGCAGTCATT AAACCTTAAA GTPOCAAAAC G AIL I IC I 1 1 GATTOCATGT 
104601 CTCAGATTEA GGGCACATTG ATCTAAGAGG Ibl ICIOGCA TOGOCTTGGG 
104651 AAGCTCTGOC OCTGTGGCT1 TOCAGGGTAC AAQOUULCI I CTQGCTOCTT 
104701 TCATOGGCTG GCATTGAGTG TCPGCAGCTT TTOCAGATOC ACAGTGTAGG 
104751 CTGTCAGTGG ATCTAQCATT CTGGGGTCPG GAGGAOGGTA GGOCTOTCT 
104801 CATAGCTOCA CTAGGCAGTC GGGCACTGGG GACTCTGTOT AGGGGCTOCA 
104851 GTCGCACATT P 0 QC1 fC G AC ACPGOCTTAG CAGAGGTTCT TCATGAGGTT 
104901 CCTGQCXXTG CA9CAAACTT CTGGCTOGAC ATCTAGGGAT TTOCATACAT 
104951 GCTCTGAAAT CTA3GTGGAG GTTCGCAACC TCAAIICIIG AIIICIGKC 
105001 AGGOGGAGAC TCAACAGCAT GTGGAAGCTG OCAAGGCTTG GGGCTTGCAC 
105051 OCTCTGAAGC CATCGOCTGA GCTGTAOCTT AGOOOCTTTT AGCCATOGCT 
105101 GGTGCAGCTA GGATACAGTA CACTAAGTCC CTAAGCTGCA GA CAGCA QQG 
105151 GGGCCACACA GCAGGGGGAC TOGGGGCTG GOOCATCAAA TCA\ 1 1 1 MC 
105201 CI ICIG QGOC TOCAGGGCTA TCATG9GAAG GQCTAOGTTC AAGGICICIG 
105251 AGA7GCCTTG GGGACGTTTT CAGCATTGIC T7GGCAATTA ACATTGAGCT 
105301 TCTTGTCACT TATCCAAATT CTGCAAATCT CTGCAGCTOG CTTGAACTTC 
105351 TOCOCAGAAA ATGGOTTTTT CI I I I ICI IC 1 PQG II 1 1 I ATTATTATAC 
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105401 TTTAAOTTAT GGAATAGATG TGCAGAAGGT GCAGGTTTOT TAGATAGGCA 
105451 TACATATCCX ATGGTAGTTT GCTCTATOCA TCAAOCTCTC ATCTACATTA 
105501 QGTATTTCrc CTAATGCTAT OOCTQCTOTA GOO0G0GACX OCCCTGACCA 
105551 GCCCTGGAAT GTGATGTTOC CCTOCCTCTG TOCA1GIGI I CTCATTCTTC 
105601 AATTOOCAiCT TATGAGPGAG AGCATCTOOT GTTTOOTTTT CTAATOCTGT 
105651 TTTAGTTTOC TG4GAATGAT GOTTTOCAGC TTCATOCATC TOGCTGCAAA 
105701 GGACATCAAC TGATOCTTTT TTATOGCTCC ATAGTATTOC ATCGTOTATA 
105751 TCTOOCACTT TTTCTTTATC CAGTCTATCA TTGATQGGCA TTTCGGTTOG 
105801 TTCCAAOTCT 1 IGCT A TTCT GAATAGTOCT GCAATAAACA TATCTCTGCA 
105851 TCTCTCTTTA TAATAGAATC ATTTATAATC CTTTOGGTAT ATAACCAGTA 
105901 ATOGGATTCC TOGCTCAAAT GGTATTTOG GTTCAAGTTC CTOGAGGAAT 
105951 TCOCAGACTA TCTTCCACAA TOGTTCAACT AATTTACACT QOGACCAAGA 
106001 GTCTAAAA/GC GUM IATTT CTOOVCATOC TCTCCAGCAT CTCTTCTTTC 
106051 CTCACATTTT AATGA7TG0C ATTCTAACTC GOGTCAGATA GTATCTCATT 
106101 GR3GTTTTC A TTTQCATTTC TCTMTGAOC AGTG ATSATC I til H I HA 
106151 TATATATTTC TTOQCTQCAA AAATCTC1 IL TTTTCAAAAG TCTTCATATC 
106201 CTTCACCTAC 1 1 1 1 1 CA TGG GGTTCTTTG1 TTTTTTCTTG TAAATTTGTT 
106251 AAAGTTOCTT GTAGATTCTG GATATTAAGC OTTCTCAGA TGGATAGATT 
106301 GCAAAAATTT TCTOOCATTC TGTAGGTTGC CTGTTCACTC TCATCGTA GT 
106351 TOCTTTTOCr GTOCAGAAGC GCTTTAGTTT AATTAGATCC AATTTGTCAA 

106401 mrroGcrn tgttoocatt Gumubib ttotagtcat gaagtctttc 

106451 CGCATGOCTA IG l CJLllaA AT GCTAI IGOCT AGGTTTTCTT CKAAG G1 1 1 1 
106501 T AT GG1 PCTG TTOCATOGTC AGGCTCCAAA 1 1 1 ILLAAAC TTTTATGCTC 
106551 TGLIICCILI TGAAGACTTT GCTOCTTAGA AATTTTTTOC A00SGATAOC 
106601 GCAAATCATC CTCTCAAGTT CAAAGTTOCA CAGATCTCTA GGGCAGGGAC 
106651 AAAATOOCAC CAG1CICI 1 1 GTATAGGAAG TCTGAOCTTT ACTOCAGTTC 
106701 CCAAGAAATT OCTCATCTOC ATCTCAGAOC AGCTCAGAAG C3CATTCAACA 
106751 GGTOCTAGG AAGTTOCAAA CTTTtCTACA ILI IOLI HL TTCTCAGGOC 
106801 TCCAAGTCTC TAGGAACTTT CAAACTTTOC CAGAI I HOC TAILI ILI IL 

106851 tgagooctoc AGAcrerroc aacctctccc TCTTAOOCAG TTOCAAAGIT 

106901 G C1 ICJL ACAT TTTTOGGTAC CTTTACAGCA GCAOOOCACT A00CAGTAOC 
106951 AATTTACTOT ATTAGTCTCT TCTGATGCTG CTAATAAAGA CATAOGGGAA 
107001 ACTOGGCAAT TTATAAAGAA AAGAGGTTTA ATOGACTCAC AGTTOCATAT 
107051 GGCTOGGGAG GGCTCACAAT CAT9GTGGAA GGTCGAGGAG GAGCAAAACC 
107101 ATCTC1 IA CA OGGCAGGAGG GAAGAGTGTG CATCCAGAGG AACTCCOCTT 
107151 TATGAAAGCA TCAGATCTCA TGAGACTTAT TCACTATCAT GAGAACAGCA 
107201 CAGGAAAAAC CCAGOOGGAT GAT7CAATTA AGTCGGAOCA GGVOOCTCCT 
107251 AGGAGACATG GGGATTATGG GAGTTACAAT TCAAGATCAG ATTTOGATOG 
107301 GAAGACAGOC AAGOCATATT ATATACTTTA TTAACTACTT AIHL1 ILIA 
107351 ATAATACACT TCTTCTCATC TOGTTATTCT TCTTATTAOC TTTTTTTTCA 
107401 GATGAAGTCT GACT A1GI T G GCTAGGCTAG TCTCAAACTC CTOGGGATGA 
107451 GGCATOCTGC CAGATGGOCT GOCAAAGTOC TOGGATTACA GATGTGAGCC 
107501 ATCACTC C I G GTCTOVTCTG GTTATTACAG TCAATCATTA AGACAOCTTC 
107551 TCTCCrTCAC TT7OTO0CTA CTTTTTCTCA GAUM I ML AATGATCTCT 
107601 ATG L I 1 1 PG reiTTTTTTC TAGLII I ILI AAOCTTGCAT TTA1 1 1 ICCT 
107651 TCAGATCTCA AGATCTOCTC CAATTTGACT GTTCAGGTTA GTCACAATTT 
107701 GOGCATTTAT CAGmTGTG OCTTAGGGAG TATTCAOCAG CATTCTOCTA 
107751 CTTGAGATGA ATAAGGATCT TTATTTATCT GA0CACTTG1 TTACTCATTC 
107801 ATGGGGACAT TTAATAT7TA CAGAACACTT TCATCAAAAC AAGGCTCTTT 
107851 TTTCTTTTCA AAATATAATA TACTAGCATA GGAACTTGAC AGAAGAGGTA 
107901 ATAATACAGA AGAAATCTAG AGAACTCATC ATGGAGAAAT AATTAAACTA 
107951 AAACAAAGCT G CTOG I A TA GTAAGGTAGA GGAAGTTTC1 GLIGIGI IOZ 
108001 AAATTATACT TAGQCAAAAA TAAATATTTA TAGATAATTG AATAGTAGTT 
108051 TTTAGAAATG ATTCATGGAT TACTCAGGGG TGGAAATTAT GOCTGTAATG 
108101 TAGGOOOCAA ACTTCTAAAA YATTTATAAT TTGTGAGGGA GAAATAAATC 
108151 CACAAACATT TGAAAATATC TAATTTTAAC TTAAATTGAA AAACAGCACT 
108201 AGTGTATTTT TCTTAGGOOC TTATATTGGG TAATATAGTC TATGTAAGXA 
108251 TGGGAAAGGC TOGTCAAAAC TGTOGATTTA TCTACAAAAT ACATTGGTAC 
108301 ATTOQQGAGT nTCPSTGG G AAGTGVOCTA ACAOCTCAGG AAATGCTAAG 
108351 GAAGAAATGG GTAGGGTAGA CTGAACACTC CACAAGGGTA GGGAGAGGGT 
108401 LI 1LIL1 IC A TroCTCT A GC GGCAGGAGCT AGAATCTOCC TGGCACTCAA 
108451 nCTTTTCnT CCTTTTTTAA CTGATTTCAG GTnGAGTTTA TAGGCTAGCT 
108501 GAGTTTATAG GCTOGTAGAG TACAAGGTCT ACTAATTTCT CTACTCATGA 
108551 CTACTTTACr TTOAATAGC ACTTTATCTT CTTCAAGK5C I II II I ILI I 
108601 1 0 1 I L I I CA A TGTATAATAA GGTGAGAACA GTTTTATCTT: CATCTTGCAG 
108651 GGAGAAGAGT TAGTTAAGAG ACTTTCTGAG GTCAGAOAGA TATAGTTAAT 
108701 GAGAAGGTOA GGTTTAAAGC TTAAATAATA GAAATAAAAG TGATTFTATA 
108751 ATTATCTAGA GTAGTTTCAA TGTGAAATAA CTTAAAGGTA TGGAAATGGA 
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1D8801 TCGCAAGAAG TATAGTCAGT LI 1 G L1 0G AG TAAAATAATC CCCAGTCCTT 

108851 TCTOOcrrcr gccagctgct gcttocasaa gaagggggtc tctgagtctg 

108901 AACATCAGGC AACAAGTAGG TTAACAGATA TCCACGGOCC TCTTGAGCCA 

108951 CATACATATC agtoggattt agaatgctoc ovcatattca tgattcaatt 

109001 TATCAAGCAT ATAATATOCT CAATAATAAA CC AAGTU POC CTGTGOCAAC 
109051 TPGTTATCTC TCCTTCTGTC AACACATGTT I ICI 1 1 1 ATA TOCTOCITAC 
109101 TCCTCAGGTG CTCTCTCAGG GA CTTTTC AG TTCCTCAGCT TCTGCTTTTC 
109151 AGC AI 1 1 111 CAGAGGACAA TTCTTAQCTT COG I IGATT CCTCAAGCAT 
109201 TAATTOCTTI TTTCTOCCAG ATATTTOGT GCTAGGCTCT TCAGOQCTCA 
109251 GAGC TC TTCT GAATTATGCA GTGGGAATTC CCCAQGATTA GGAATCAGCT 
1D9301 AATCTOXTA OCAOOOOOQC T TO CT TCTC A GGCALITUC AACTCTCCAT 
109351 O0CTTATAOC TTCACAGCAA CO HG IG T AC CCAAAGCAGT GTCATAOX3G 
109401 GTG OCTOC1 I TTCICTOCTC AAATAAAATT GCTAGATAAG AAGAGCICTA 
109451 TATTOCAGQC CTTCTCTTTC ATTTTAQQGA AAAAAAAGAA AACTAOCTAT 
109501 ATAGATAATC TTTTTAAAAA TCAGTAATCT CXXACTOOTT ACAGAAAGGA 
109551 GAAATAAAAG AAGTAAGTTA ATCGCTGGGA TACGTCCTAC AAGATOGATC 
109601 AAGCATCAGG ACATTACA0C AAGTGAAATA CTOCAQQCAC AAAAGCACGA 
109651 ATACTGTATC GTTO0C3CTTA GATGAGGTAC GCAGAGAAGT CACATTCATA 
109701 AATACTCAAA GnOTATOOT GGTTTGCAAG GQGAGQQQGA AATCAGGAGT 
109751 TATTTAATOG GCACAGAGTT TCAGCTTCAG AGGAGGTGGT GACAGTTGTA 
109801 CAACAATCTA AATCTAGTA ATATAGTACA CTTAAAATCG TTAAAATGGC 
109851 AAATTTTATC AAATAGGAAT TTATCACGAT AAAAAATTAA AAAGTAAGAA 
109901 AAGTTACTGC TTOQGQGAAA GTATATCAAA AAAATAAAAA TAGTO0QCAC 
109951 AAATTTOCAA AACAAO0CTA ATCAGGTG1 1 GCTOQCTAAA TOGTGAAOCA 
110001 AATTCTGAAC CAAIGIG TAG 7GTTTCAGAC TOGGAAACFG ATGGOCAAGA 
110051 TTTTAGGCTC AATAAGGAGT AGAGTTCATA ATTPGACTCC AAAG ACATTT 
110101 C I I POCCTAC CATCGCAAGG CXATCTGATT GGCAGTCCAA AGAAGITTTC 
110151 PCTCTCCTCl GYACCCVGCC TTAATOCAGA GTACACAAGC CTTOGATTTT 
110201 QT ATC TCIC CTOCTAOCAG GGTCTOGTOC 1 1 1 ILL ILL I GAACACTGAC 
110251 TCTATAATTA GCAGAGAAAA CTAAAOVTAT TTAAAATATA GGCAGICCTC 
110301 TACATCCAAG CTTOCAGATC CTTOGATTCA AOCAAOCATC GATTCAAAAT 
110351 ATTTOGGGGA AAAAAAAACA ATAAAAAAAC ACTGGGCTOG GCAGGATAGT 
110401 GAGATQOCAT CRTACAAAA AGATTAAAAT ATTAGCTGAG CATTOCAGCA 
110451 CTTTOGGAGG CFGAGGCAGG CAGATCACCT GAGGTCAGGA GTPOGAGAGC 
110501 AGACTGGGCA ACATQGCGAA AGGCIGICIG TACTAAAAAT ACAAAAATTA 
110551 GOCAGGCATG ATQGCAGCTC OCTATAGTCC CAGCTACTCA GGAGGCHGAG 
110601 GCAGGGAAAA TTTCTTCAAC GGGTCAAGCA GAGGTTOCAG TTAGOGAAGA 
110651 TOXAGCACT GCACTOCAGC CTOGGTGACA GAGTGAAACT CTCTOCAAA 
110701 AAAATAAAAA TAAAAATAAA TAAAAATTAG CTCAGCATAG TCGCATCTOC 
110751 GCATOGTOOC AGCTACTTAG GGGGTTGAGG TCGCAGTCAG CTCTOATOOT 
110801 GOCACTOCAC TOCAGOCTAG GCAACAGCGA GAGOOCATCT CAAAAGAAAA 
110851 ACAATAAAAC AGAAGAGAGA TTAAAAACAA AATACAGGCT GGGCTCACTC 
110901 GCTTATOOCT GTAATOOCAG AACTTTCAGA GGOCAAGGTG GGAGGATTGC 
110951 I I'G TCCTCA G GAGTTTTAGA TCAGCCTGGG TAAGAOQGCA A GAOCAGA TC 
111001 TCTAGAAACA ACAACAAGAG GAGACTATAC TTTCAQGGAC CAM ILIGGG 
1110 53 GATCATAOTT TCTTACTAGA GAAGIIILIL TGTGTAGAGC ATTCAAATAT 
111101 AAAAATQCAG AATAATCATT TAGATAQCAT TTACATTCTA TPGGTTATTA 
111151 TAAGTAATCT AGAGATTAAT TAAAGFATAC AGG*GGATAT ACATAGGTTA 
111201 CATGGAAATA CTAGAGCATT TTATATAGGG GACTTCATCA TCCATAGATA 
111251 OQGOTATCTC AGGAGGTCTT GQOTTCAGTT CTOCAOGGAT AGCAAGAGAC 
111301 TAATCTTAAT TTCATTTCOC CAAOCTOCAC AOCAGAACTC TCAAATAAGA 
111351 ATAAGAAAAG GAGCAGTTCG GATAGAGAAT ATCAGAAGTA TCTOGAAATG 
111401 ATAAGAGFQG AAGGAAAGCT GATCTAGGOC TACTCAAGAA ATTTTAATCT 
111451 TCATTCTCGT AAAAAGAAAT TAGATTTATC GGTGCAAATT TCAGOCAGCA 
111501 ATTAGATQGC TCTTAGGATT AATAAAAAAA GACTCAACAT CATOOCTTOC 
1115 51 AAAGACTGflG GGAAAGAGAT AGATAGGAGA CI I P9GCAAA GTAGCACTTT 
111601 AGGCAAGATC ATTAGOCTAA ATCTTAGTGA AGAGAGGTTA GAAGAAAGGT 
111651 AGAATTTTCA TGGAAGGATC G A I 1 1 1 ILI I CACTTCAGAA TTAAGGGAAA 
111701 AATTA9GAAG CTGAATAAGA ACTAATOGGC TA AI I I LI I I Gl I ILII1CA 
111751 AAAATCAAAT CTTTAAGTTA AAATTTCAAT AACCAACAGA AGAAGGTAGA 
111801 AOCA A I I 1 10 TCAATTTAGA AAATACTTOC TTATTCAOVC TATTGQCAAG 
111851 GTCATTAAAT AAGTTATCAA GTTACCTCAG ATCGCAGTCA TTTAAATAAT 
111901 GCTTTCTGAA TCFATCCTTT IL1G1 1 1 IA A GAAGAAGCTG TATTAGGTTC 
111951 I IGIG I ILC T ATAAAGAAAT AOCTCAGGOC GGATGATTTA TAAAGAAAAG 
112001 AGGTTTAATT GGCTOVQGAT TCTGCAGGCT GTATAGGAAG CATOGOODCA 
112051 GCATCTOCTC AO 1 1 1 ILIGG TCAGG7CTOG GG^VGCTTTT ACTCATOGOG 
112101 AAAGGAGAGT GGAAGCAGGA GGTCACTTGA TCAAATTGAG AGCAAGAGTA 
112151 TOGGTQGGGA GCTOOCATAC TCTTAAOCCA ATCKTAGTC AACACAAGCA 
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112201 ATAACTCACT TATCAOCAAG 
112251 CACCTCCAAA ATOGAGTCAC 
112301 AATCACATTT CAACATOVGA 
112351 AGAAGGCTAT CTTAGGCTGG 
112401 CTTTGAGAGG GGGAGGCAGG 
112451 AGCAOGGGCA ACA7GGTGAA 
112501 GCTGQGCATG GTGGCACACA 
112551 GCAGGAAGCT CTOTGAA0C 
112601 CVQCCACVGC ACTOCAGTCT 
112651 AAGAGAAGGC TATATTAAAC 
112701 TTTTCTTOGG TCCATTTCTT 
112751 CAGTOGTOCA TCTOTAACA 
112801 AGGCAATCTC ATTCTTCTOC 
112851 ACATGGTGTA GTOKTACAT 
112901 I PGCTCCTAG GCTACAAAOC 
112951 AGGCAGTTCr AACAGATOCT 
113001 GPGAAAGTAC AGGATTATAA 
113051 CATCTTTGAC CAGAAATCTT 
113101 TTGATTAGAG ACTCEATAAC 
113151 TTAGOOGATA GGTGACTTTA 
113201 GAGCATCTOC GCTTTTCTTC 
113251 ATGATACCTC AAAGGAGCAT 
113301 QOCTTTCCAA OCACTTTTAT 
113351 GTCAGTCACT CATOCAGCTA 
113401 CTGTCTTCAT GAQCAGCATA 
113451 OCAGGAAOCA AGGATCTGAG 
113501 CPCCAAGAAA GAAACTTCAG 
113551 GGCTCATCOC AGTAGTOCCA 
113601 OCTCAGGKA GGAGTTTCAG 
113651 CTCTGCTAAA AAGACAAAAT 
113701 C30CAGCTACT TOGGAGGCTG 
113751 GGAGGTGGCA GTGAG00GAG 
113801 AAGA0CAAAA TCCEATCTCA 
113851 TTAATAAAAA TTTAAATAAA 
113901 AGGAACAGAA CAATTTTTGA 
113951 TTTAGAGOCA CTAAATAATT 
114001 I I illA TTTT AAGATCAAGT 
114051 TTAAACTGGC ATCTAAATOC 
114101 ACATTTTACT AAATCTTGAT 
114151 ACTGTTTGTT TTOTTTCTAA 
114201 GTAGAAATAA AGGCTTTTAA 
114251 ATTA GG1 I I I TTAAAGCATT 

114301 i ic i uj ocrr togtagctat 

114351 TTOGCAGTOC TTTTTCATCT 
114401 CATOGAAAGC CATCTTAATC 
114451 AACAAOCAAT GAG0CATC0C 
114501 TCTOCAOCTC GTCAGCTGCT 
114551 TAGCGACAAC AGAAATATCG 
114601 AATGTTOGCA AGGAAAGAAA 
114651 TAGTOAAAG GCACAGTTCA 
114701 GGGCTOGTCT AATOGATAAA 
114751 AGTCTTTTCT GGTGTAAAGG 

114801 rrnsTTTTCi togaccttta 

114851 GCTCATCCAA AACTTOOAA 
114901 CTCTAGCAAA AAGAGAGCTA 
114951 AAAAAAACAA AATAAACTGT 
115001 CTACTTTTAA GPCAAAQGGT 
115051 GATTATOCAT TAA00GAOGC 
115101 GGTCTATTTT TTTAAAGGGC 
115151 GT ATC1 1 1 A G GCAGAATCGT 
115201 OTTGGATOGA TAIIHUIA 
115251 CAACAAGCTG AAGCTQCCAG 
115301 G C1 I RGAACT TAGIGTCCGT 
115351 TTGAATTOCA TAAI IGCIGT 
115401 TTTGATCTAC CATCTAAATG 
115451 AGAGTTTATT CTOGTAGACA 
115501 CAC300CTTTC CAGTTOGATC 
115551 AGAGAATCAA AATCATTATA 
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GGAATGGTGC TAAGOCAOT GTGATGGATC 
CR3GCAGCAG GTCXXACCTC CAACATTOGG 
TATGGAAGGG ACAAACATTC AAACCATATC 
GCAOGOTGGC TCAGGOCTGT AATOGCAGCA 
CAGATCATTT GAGGTCAGGA GTTTGAGAGC 
AGCGCATCTC TACTAAAAAT AGAAAAACTA 
GCTGTAATCT CAGCTACTOG GGAGGCTGAG 
GGTGGGCAGA GGTTGCAGTG AACTGAGATT 
GGGCAAOCGA GTGAGGCICT GTCTAAAAAA 
TTATAAAATT TAATATCATT TCAACTAG0C 

CAcrrraGAC tatttttoca aattcatcta 

ATGAGGATAT GTTCTGAGAA ATGCATOCTT 
AAACATCATA GAGTGTACTT AGACAAQCCT 
AOCTAGGCTA TATGGCATAG GTAGAGOCTA 
TCTAGAGCAT GTTACTGCAC TCAATGCTGT 
Al I IGlblA T CTAAACATGG AAAAGGTACA 
TCTTATGGAA TOGCTGTTAT ATATCTGGCT 
ATTATCTAGC ACATGACTOT AATTCCACTA 
(XACAOCTAC CPGTTCATTT GCATOCACAT 
TCACTAGATC AGTOCAAGAA TAAGTTTAAA 
1 1 1 1 1 I A ATA AATGTAAAAC ATOGAAGTAC 
GAATCACAAA CAGGAGTGCA CA7TTACAGA 
ATCTTCAAAG TGCTCTAQCA AAGTAT0GGA 
GGCTGOCAAC CATGGCTGAG GQCTCAGGAG 
GACAOGGTCT GMGIGI ICA TTCAAACTTC 
AATQGTAAGT CTGGIGIGCC AAGAATCAAA 
AATCAAATTT AAATTTAGGC TOGGTGTGGG 
GCGCTTTCGG AGGCTGAGGT GGGCAGATCA 
AOCAGOCTGG GCAACATOGT AAAACTOGT 
TAGCTGGGCA TOGTGGTGGA CAGCTGTAAT 
AOGCAGGAGA ATTOOTCAA TOGGGGAGCT 
ATCAGAlGCAT TCCATTOCAG GCTGGGTGAC 
A A AAAA AAAA AAAATOGAAT GTAGGTGGAA 
CTAACAGATT AAAOCTTTCA I IGI IIAGGA 
TAACTTCTGA AATATCTOGC ACAGAAATTA 
TCAAATTAGC TAAAAATOCT AGTGATTTAT 
CTACTTTAAA CTTCTAAAAT GCAGGCTTAT 
AAQ CTSGm TGGTTGGTAA 1 TOCIXTAGG 
CTTATCTAAA TGATGCTATG TCATAGATGG 
TOCAGGGAAA TTAAAAAAAA AAAAAA ACAA 
AGAATTTTTA GAGTTAGAAA IGI 1 1 IIAAA 
AQOCATCTCT I LCI lll fa AA lll l 1 CI 1 1 1 
GAAATAATCT GCATTOCAGA AALI III 1 1 1 
CTTAACAGTG GCATGCATCA TTATCTAGAC 
AAATOGAAAG ATOGCTGTT TAAAAAAACA 
TCCTACAGTC CTCTTAGGOC AAAGGTOGC 
GAGGAGGGGG CAGGTAOCTG TA0CACAGTT 
TTOGGCTAOC AAAAGATCTC AGTOCTTAAA 
MM lllllA AGCACATCTT AGAGATACTT 
TCAGATTAAA GAAGCTAAGA TTACAI 1 I IG 
TATCTATCAG 7GG0CATAAA GmTATTTC 
GATTAATTTT ATGTACTCAA GTCTATGGAG 
ATCAOCTCAC TOGGOTGCr GGTGTOCAGr 
GGGAGTGCGC CACTTCTTTT AATTTACTTC 
GAGGAAACAC AAATIGMIA AAAAAGAAAG 
CTCATTTCAT TCAGAAGATT IIIGI I CATC 
A GIGI IA AGT TTTCA7TTOC AACAAACPCA 
TTGCAGGCTT TCTAOXDQCT TTCAGATCTA 
GCAGGCrm TCAGTTTAOC TTTCAAAAAA 
CTTCTAGAGT TATOGAATAG II I MIAAAT 
GAATTACTCC AAAATGCAGT AAATGAGAAG 
TCTCTGGTAT GAATAGCAGT GAGTAAAAGT 
ATTGGAAAGC AGGAAGTTGA AAGAATCAGT 
AAATATTATG TAGCATTTAT TATOCCATTT 
TAAAACATAC AGGTOGOCTC CCTCGGCTGA 
TAAAATGAGT GTACATCGCT AGQCATTGTC 
ATGTGTATCT GATGAGGAAG GAGAGAGATC 
AACGAATACA GA7GATCACT GGGTGACTGA 
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115601 AATCTTATCT OOCAA^QC ATAGTTAACT GCAGCAGCAG TOGATCATAA 
115651 CTACTOQGTC GGGGTAGAGG GGTTCTTTTC CTCAGTPCTG CCTAGAA&C 
115701 AGTTCTAGTT ATTTTAGTGC CACAGTCTCT ACTOCTOOCT GG GCLIbl 1 1 
115751 TTCOOCTGCT 1 1LLIGGCCT CTOTATAOQG GU I IGI I AG CACTTPGTAC 
115801 TTCK A GTCA GCTCTTACPC GAAGTOCTCT GTCAGAAATA AAGTTACTTT 
115851 TCTTTCAAGA CTCTCXAGTA ATOCXOCTTC TT TTTAAA CT ATCACTOOGC 
115901 AAAGATATAT AGTCTAACTT GTGYCCACCA OTATTTTATC ATATTTATTT 
115951 AATAAA7T0C ATAAAOCTTA CATAAAAGAT ATTAAACAAA AAGTACTCAC 
116001 OGOCTTAAAA GGAGGAAGAT AATGACCATC AAGQCATOQC CAAATTACAC 
116051 AGTCTTAGGA AACAOTACAG TAQGTAATTA TTGGAOCTTT TPGATTAATC 
116101 GCATOCTTOC TT7GCAGGTC TCTAOCACCA CTCCACTTCA CAGGfTTCTC 
116151 TAAATAAAGT GATTTGQQOT TOOL I 1UGT TCAGCATTCT TCTATCETGA 
116201 AAOCATTPGG TCATCAGAAG CTTGAOTTTC TAATOCATCT TOCTTOQCTT 
116251 TATTOGAGCT GC1 1 1 IOTA C TCTGQOCAOC CA TTTAACTT GLIUUIGGT 
116301 TCATATATGA GAQCTAG6GG ACTCTOOCTT AGCTTCITCA TCAGAACAOC 
116351 ATCTOATCTC TOCAAATCTC TTACACTCTG GOnOOJCICT AAGAG AggTC 
116401 GAG4GGAGAS AQQOCAAQQC TGAGGOCATT OCAGTGAGAT GATCACTTTC 
116451 TTAGQCTACr GOCTCAGACC TCTCAAACAG GATOGTCTG TCGQCICTAG 
116501 TCAGGGGAAA GTAAOOGGOC TTCAGTTOQC TGGTCAGAAA GAGTTAOGGA 
116551 CGGQQSQGTC TOGTOQCTCA TGCCTCTAAT TOCAGCACTT 7GGGAGGTCA 
116601 AGGGTOGAGG ATTGCTTAAG OOCAQCAGTT TGAGAOCAGC CTGGQCAACA 
116651 TAAGAGGMOC ATCTCACTAC AAAAATCATT TAAAAATTAG CTGGATCTQG 
11 6 701 TOQCATCTAC CrUTGGTOOC AGGTACTOGG GAGGCTGAGG TAQGAOGATT 
116751 GTTTAAGGOC AGGAGGFGGA GQCTGCAGTG AGCTGTCATT GGGOGAGTGC 
116801 ACTCAAGOCT GGGCAACAGA GTCAAACTCT GTOCAAGAA GAAAAAA TCT 
116851 TTOVGGCACA GTCAGTGTTC AAGATCTCAA TTAGCAAGGT Mill IAATC 
116901 GOCTGGAACT GTGCAAOOCA GGATTAAACA GAIGI I IAAG AACATAAATA 
116951 AAAGATGAAT TCCTGGOOGA GOGOGGTGGC TCACACCTOT AATOOCAGCA 
117001 O CTTO QGA9G CTGAGGCAAG TGGATCATCA GGTCAGGAGT TOGAGAOCAG 
117051 GCTCAOCAAC ATGGTGAAAC OOOGTCTCTA CTAAAGATAC AAAAATAAGC 
117101 OGGGOGTGGT GGQGGGCAOC TGTAATTOCA GCTACTCAGG AGGCTCAGGC 
U7151 AGGGGAATTG CTTCAAGCOG GGAGGQGGAG GTTOGAGTCA GCTGAGATCA 
117201 TGOCACTGCA CTOCAGCCTG GGTCAGAGAG TGAGACTOCA TCAAAAAAAA 
117251 AAAAAAAAAA AGATGAATTC CTGACACTTA ATACATTTAG ATAAAGTCTA 
117301 ACTT AIU 1 1 AAAGTTAACT TTAAACAACT GCTCTACAGC A TAATA TTAT 
117351 GCGUG1GIA GACAGTCAGC TCTAGTATAA GCTTTAAATT GGTTTAAAAA 
117401 ATAGATTAAG TATOVAAAGA ILICI ICAAC ATTTTCATAT CICTACAACr 
117451 CTTTATTAGA AATATOCATT TTCTOCTATA TTCALI IILI GCTCAACTAA 
117501 AGTCCATGOC AGTCTOCAGA GGATGAGAGA TCGGCAGAAA TTTATAAAAC 
117551 AGCAGCAGTC ATOGAGAGOC TAGGGCACAA GTAGAAGATA GCAGAOCTOC 
117601 TCGGTACTAC TCTCTCAGTC AGAAAG GATC CAGAGATCCA GCATCAOCAG 
117651 Al I CO CT C AC ATAC1GAOCA AAGAAACTTT TTTAGTTTGC AGATTTTOGT 
117701 GGGAATAGGG AGGAGTATTA GAAGCTCAAG TTCTTCCTTT ATTTAAATAA 
117751 TCATOGCAGr AAGAAAATTC GOTTAAATAA TOOJULI IU AGGOCAGGCG 
117801 TOGTOGCTCA TOCACTTTAG GAAGOQGAAG CAGGCAGATC ACTTCAGGTC 
117851 AGGA bl 1 1 TO AGfiCCAGVCT GGCCAACTTC GTGAAACTTC ATC1CTACTA 
117901 AAAATACAAA AATTAGCTOG GOGTGGTGGT GCACAOCTGT AATOXAGOC 
117951 ACTCTGGAGG CTGAGGGAGG AGAATOGCTT GAAGCAGGTA GGTGGAGGTT 
118001 GCAGTCAGCT GAGATCAGAC CACPGCACTC CAGCCTOGGC GAGAGGGAAA 
118051 OGOCATCTCA AATAAATAAA TAAATAAATA AATAAATAAA TAAAATAATC 
118101 QX LI I (JA G TTCAAAAACT AAGTTOCTAC CTAAGCATAA I I IGGATTTA 
118151 CGCAATTTAT CTTCTTTCAA AATACCTCAA ACATTTCAOC TTATTATTCT 
118201 TTTTAAGGAT TAGAAAGTAG AGCAGGGGGG AAATAATAAA GCACTAATAA 
118251 AGAATAATAG C3CATTTGACA GACAGGTCTT CTTAGTTTCA TAAAAAAAAA 
118301 GATOOCTGGT AGATTCAGTTC TTTTATCAAT ACTAAAGAAT GGCTCTTATT 
118351 rTTCTTTCTT GGAGACAGGT TCATTTTCAA GCTAAOCTOG IGI ILILAGG 
11R401 GAACATAGGT TAG4GGGGAG AGATTTAGGA GTGAGGGCTC AAGGAAGAAG 
118451 CATCTTAGAA GACT GC PGTA GIGGPCOOGG 7GAGGAGTGA AAGGAATQGA 
118501 ACTAAAATAC CATCAGGAAC GTGGGCCAAA GGAAAGAAGT CTGAGAGATT 
118551 TAGAAAGTAA ATCATCAGGA TTCAGTGGTG ACTCTTOGAT TTGAAGAGGG 
118601 AAAGGGAATA ATCTAGGGTA GCTGTCAGIT TCTOGCATOG GTAGTTOGGC 
118651 TAACAGTAGT GTATTAACTG AAATOGGGGG CAGGCAATTT GTGAGGGTGA 
118701 GTTCAGTTCA GGACAGGGGC TCTTGACTTT GAGG7GCCTT TGAAACAGGA 
118751 GTGGATATCT CTAATTTTAC A7GAAGTGTC TACTTAAGAG AATGTCTAGA 
118801 GACATTAACA GGGCR3GGTA GGAACAOGGA ATAGCTCAGG TGOCAAATCA 
118851 AAACTTTTOG CAATAACAAG AAGTTAGGAA GTPGAAGAGG GTAGAAGAGG 
118901 CAGCAGAAAT GTAGATCGAT AAGAAGATCT TOGCATC1 IT AAGTWCATT 
118951 GTCAATAAAC CTGTCXTACT GGGCCAGATC GGATTAGGGC TGAGATCAAA 
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119001 GCAGGCOAA TCOftGTTTCC AGMOGVGTTT TCTTAGAOT TPGTAGAGCT 
119051 GGATCACACA GTGTOCTAAA TTTAAATTAG GTGOCAACAT TTCCAGACAA 
119101 AATOOGGATT TCTG^CTTTT CTTTTAAACT AAAGGGCTOC TAGAGGTAGA 
119151 TTTOQCAACA TTOGTAGAGC TATATGATAA TAATOGACTG AAGTATATCT 
119201 O LI 1 lUC n C CAATCAAGCT GTTTTACTTA TCTTATTTCG CTGAGCOCTT 
119251 AGACATTTAA ATTTTGTACT 1 1 1 1 1 1 1 1 1 1 AATOGAGGCT TATAAGTCAG 
119301 ATOWTTTTC TALI ICIGAG TCAAAGATCA OTAQOTMTA AAGCTACAAA 
119351 GVTAGATTAG CAACAGATTA GGGAGAGCTT TCAATAOCAA TCTAAQGAGT 
119401 CTAAATCTAG GCAGTQQQOC AQCTTTCAAT AAGGAAT7GA TGAGATTAAA 
119451 GOCATATTTA GGAGGATTAT TCTGGACCAG TATGAAAACA GAGAAGTTAG 
119501 GGAAAAGAGT TAATAGTTTT GAAAGAGAAG AGAAAAAGGA GATOGTCTTC 
119551 GGATACATAA ATOQQLI I 1 I AAAATQCAAA ATCAGAAGTG TTTTAAAGflS 
119601 ATATCAOOCA GAAAGTOAT GCACTGOCAC ATCQQCACTA TATCGGTGGT 
119651 TCTATTTGGT GQGAAATTTC CTTOCAGACT TOCAGAACTC AGAGGAATCT 
119701 GTGGTGTOGG GGAGGGTCAT TCTCAGGCAT TATCGAAAGG 7CAAACAAAA 
119751 TATGCTCACT GQCTATCTAT GGOCCAOVGG TCACTCTACT CICIGI I ATA 
119801 AGTACACTAA GTGGAGG6GA AAQGTOG I I AAAAAAAAGA AAQCTAAAAT 
119851 TAATACCTGA TTGTTATTAA C1GIG1GCCA AACACTCTTC TAAGCTCTTT 
119901 ACACAGACAT TTTATTTAAT OCTOQCAAOC AATTTCTGAA GTAQCTACTT 
119951 TTOCAATTPC CATTTTACAG ACAAAGAAAC TCAAAOOCTA GAGGTTAAGA 
120001 AOTTATOCAA AGQCACAAGG CTGATAAGAA CAGAAOCAQG ACTTCAAOQC 
120051 AAGCAGTCTG CCTCTOCAGA GGTTTATCTT TTAACTGCTA TCTTAAACTG 
120101 OOQCTCGATT TTAATCTOTT CTAATGCTAC ACAGATAGQC AACTTTACAG 
120151 GTAGAGGAGC TTATOOTTA TTCTOGATGC TCTGTTATAA CTOGTTTCAS 
120201 GGGIGICAAT TTOGTOCAGG TCCIOCTGGA AGAAATAAAA CTOCAGAATT 
120251 GAOOCTTCAA CIGICICI IA GGGAGCAGAT AATCTAACGG GTOCTTGGG1 
120301 GACCTTCAGA GAACAGGTAT GTTCAAATGT CTCTTCTCTT CXTTTAQCTA 
120351 ATOGATCAGT GTAQCTTATA ATTCCATOCT TCTAAQOGT TCTTCAAAAA 
120401 TAAAAACTCT TATAAACATC CI 1 1 1 1 1 1 1 1 INI IGGAGA OGGAGTCTTC 
120451 CTCTGTOGOC CAGQCTGGAG TCCAGTTCTG CAATCAGCTC ACTOCAAOCT 
120501 CTGOCRXCG GOTTCAAQCT ATTCTOCTGC CTOVGOCTOC CGAGTAGCPG 
120551 GGATTACAGG CATCGGTCAC CACGCCTGGC TAAI 1 1 MAT Al M I IAGTA 
120601 GAGATCAGGT TTCAOCAOGT TOQOCAGQCT GGTCTOGAAC TOCTGGOCTC 
120651 A3GTGATCCA GGGAGCTCGA GCTOXAAAA TOCTOQGATT ACAGGOGTGA 
120701 GOCAOCATGC OOQQOCTTAA AAATOCTTTT AAAAATGAAA ACTAAAACAT 
120751 GTTAAI I 1 1 I TTCAAATCTT TTCATGAAAA TTATCAGAGG ACAAGTTTCA 
120801 TAAATATTCA AATT7QGAAA AAGTTCCAAG OCTATAACAT 7GCAGAGAAG 
120851 CAAATGCATT 7GATCCAAAG OCTCAAATTT GTCAAGI 1 1 1 TCTAOCATAT 
120901 TCAGTGRGGT rrOTTCTG TTOQOCTATA GATCAAACAT GTAAATCAAA 
120951 GATTTCAAGA TGAAAAAAAT AAAGAGOTTC TTCTCATCTG CATTOQQGTC 
121001 ACTTCAGGAG TTOGAOGACT GCTCTTTOQC CGGATTGCAG ATTATGTGQC 
121051 TOGTGTGAAG AAGCTTTATC TAGAGCTACT II II IAOV0C Mill ROOOC 
121101 TATCAAAAAT TACTCTCATC AOOCAATCTC TCATTAAATC TACTTACATC 
121151 CTTAAATTCr II I M I MCI MCCI 1 1 MC 1 1 1 1 IGAGAT GGA CTTTOQC 
121201 TCTTATTGOC CAGQCTGGAG TGCAATGGCA GGATCTCAGC TCTOOGCAAC 
121251 CTOCAOCTCC CGGG1TCAAG GGATTCTOCT GOCTTAGOCT COCAQCTAQC 
121301 TGGGATTACA GGCGTGTGCC AOCACACCAG GCTAAI II 1 1 GTAI 1 1 1 1 1 1 
121351 AGTAGAGATG GGGTTTCTOC ATC1 HOGTCA GGCPGGTCT1 GAACTCCTGA 
121401 CCTCAQGTGA TCTGQOQGCC TOGGQCTOOC AAAGTGGCTT AA AMCMCI 
121451 ATAAAAATCA GAAATATTTT CTACAACATA ACTTCTATAG GCAGTTTTTC 
121501 AAGGACAAAA TTACTTATTA GTTTGGGTTT TAAACATGAG AAATTGGGAA 
121551 TCAAAGAACA ATTTCTTTCl TTTCTOGTGG AACTOGAOCA AAOCAGAATG 
121601 Gl I I ICATOC AIIGLIM II CTATGAAGAA ngTTTTTTOG TCTAGT70C 
121651 ATAGTCATCT GCAGATOOPG TGQQCTTTCC AIGICI IATC AAATTTOCTT 
121701 GTGTGTGTGA CI 1 1 ICAGCT TCnTACTGC AAATTGOCTC CTQgTCTTTl 
121751 GQGOTGAGCA TAAACAAATG CTAATTOCAA GATCATTGCT GACAATCAAC 
121801 AGAACAGGTA TTGAAGTGAC TOCTTCATOC CACACACTCT GCTAAATCCT 
121851 GAAGACTTAA GTGAAACATG GTCPGTGQQC TCAOCTAGTA GCTAATGGTC 
121901 7CATGGGAGA AGATAAAGCA GTOTTGCAGC ACAGTGGAAT AAOGGGTTTC 
121951 CTAGA1GAGT GOCATAGCAA CACAGGCAOC ATOCATCTGA GTCACTAGTG 
122001 AAGGGCTGAG CAGAGTTAAG AGGTGAGGAC CAAGTGTOTA GATAAGGGAG 
122051 ACAGAGAAGC ATCCPQOGAG CAGAGACAAA CACATCGGAA ACAGCTCOGA 
122101 CACPGTGGAG GTGTGACATG GGATCTTATA TCTGGGAAAC AAATCTTTCA 
122151 ATCGAATAAA GGGAGAATAG TGGATCGATT GGTTGGGGGG ATCGACAGGA 
122201 AGCAGCTPQG GAAGGGOGGT TA7GTACATC AGCTCTATOC TGCAATOAC 
122251 TAGGAGCTAT TAAAGGATTT TAAGCCAGAG AGTGACATAA ATTGGGGTOG 
122301 OGGGGOTTGG IGI M 1 1 IGG 1 1 1 II IUAGG CAAGGTGTCA CP0GG1 1 ICC 
122351 CAGGCTGGAG TACAGIGGTG OCATCACAGC "TCACTGCAGC CTCAACATOC 
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GGGGCTCAAG 
GGTGGGTOGC 
TAGTAAGAGG 
TCCAAGGATC 
GAGGCATGGC 
GS1GGTOGCT 
AGA7CAGCTG 
CTACTAAAAA 
CCAGCTACTC 
GAGGTTACAG 
GAGCAAGACT 
AAGAGTGGAA 
GGGCAGATAC 

rcnsTCfcn 

GGGAAAGGAG 
ATCAAAATCT 
TTTAAGTOGG 
TTTTAAAAAG 
GGAGGCTGAA 
AGCATAGTGA 
GGCAGGCAGG 
GTGGGAGGAC 
7GGCACTCTA 
TTAGAGAAAA 
TAGTCTAQGC 
ATOGA ATAAG 
GCTOGATCTG 
CTTATCAAGA 
MM IA AATT 
TCATCAGTTT 
GTAGTCTTTA 
GAGGOCTCTG 
AAGTAAGFGG 
GGGAAAAGAG 
CAGTAGCTAG 
GGAGGCTATG 
TCATCATCAT 

crreocrere 

TTTCAGGATT 
AGCAGQGOCT 
AAAGGCATTA 
CAGTCAAOCA 
CTCTACATOC 
GGTAQCATTC 
GCTAOCTCAC 
ACAGTCTCGT 
GCTTTTAAAA 
TCTGGACArc 
COCTCTAATC 
AAAAATTGAG 
GTCATCCAAA 
GGCAGGAAGA 
GOVTGQGAAG 
GAAAGOCAGG 
GCQCAGVQGT 
CGGATCACGA 
TAATTACAAA 
TACPGGGGAG 
TCCAGTGAGC 
AGACnXGTC 
CGTAGGTOG 
GGATGGATTA 
TTAGGAGATC 
TAATAGATAA 
CAATCTTTCA 
ACA7 



CAATOCTGCC 
AOCATOOCTC 
GTTTOQCTOT 
OV00CATTTC 
GAGCCTGAGT 
CATCGCTCTA 
AGGGCAAGAG 
TACAAAAATT 
AGCAGGCTCA 
TCAGCTGAGA 
CCATCTCAGA 
TOGAGTGGAG 
7GAATCATTC 
TGCATAGAGA 
GGAATOGGGA 
TATAAAATTA 
7GAATTTCAT 
GOCAGGCATC 
GCAGGAGGAT 
GACCTCA7CT 
GTGGGACATC 
TTTGAGOCTA 
CPGCAGOCTA 
AGAGTAGAGG 
ATCTAQGGAG 
CTAGGGAGAT 
AGATTTCTOG 
TCAATATGCA 
AAAAAAAAAT 
GTTTTTOGCA 
GAGCTCATGG 
GCTTAGGAAG 
AGGACTAAGG 
GGATCAGAGT 
TCACAAAGAG 
AGTGAGCTTA 
CATTTGAAGA 
GAAGGAAGGT 
AAGOCT GICT 
TCAAAAAGAG 
CAGATAAAGT 
TTTATTCAGG 
ATTATCTCAT 
TTATTTOCAC 
TCTGGGIGIC 
CAGACAGCTA 
ATCTATTTAT 
CTCATCTAAC 
GAGATTTATT 



TTOG 
AGAAAATATA 
GCAGTAAGTT 



GAAGAGAGAC 
AGOCGAATCT 
GGACTOGAAA 
ATCAAGAGAC 

TCAOQOcrcr 

GGTCAGGAGA 
AAATTAGGCA 
GCTGAGGCAG 
GGAGATOGCA 
TCAAAAAAAA 
AM MUM I 
CAGQGAGGGA 
AATTCAGGGT 
AGTCA7GATA 
AOGTOCTOCT 
AGCACATTTT 
GCCTTTCCTA 
AAAAGTTAGT 



AGCTCAAACT 
GCTAAI MM 
GTTGCGCAGG 
AGCCTOOCAA 
TCTC1 1 I I AT 
ATCGCAGCAC 
TTTCAGATTA 
ATOCAGGCAT 
AGCAGGAGAA 
TTCTOOGACT 
GAAAAAAAAA 
GAGGGGACAA 
CATTTATATG 
AAGAAGGTAG 
GTAACnQCTA 
GATAGTGATG 
AGAATATCAA 
GCAGCTCATC 
CACTTGAGGC 
CTACCAAAAA 
CCTATAGTCT 
GGACTTHGAG 
GGTGACAGAG 
TOCAGGGACT 
GAAGAACCAA 
AGAGAATGAG 
CTCAGGTAAT 
GTAG ATCTAA 
TTTCAGOCAA 
gCTTCTITCI 
AAGAGTOGG 
GCTGTGQGTT 
AGATGGAAAG 
GTTTCTAQGG 
GCTGAAAGGT 
CAGAGAATGG 
AATGGAAATA 
AAAGGCAAGC 
AATTATATTA 
GPGAAATTTG 
TAACTTOCAT 
AC 1 1 ICATCT 
TC ATOG ro c 
TTAGAGATCT 
TCTUTOTATA 
GAAGGAAGTG 
TOTATCATGA 
ATTTAG1 1 1 1 
GGACFAGAGA 
GCOXAAGGA 
ATQGTO UUG 
GTGTGGAAAC 
GTTAGAGTOG 
TTTGCTTTAA 
AAGGOCAGCA 
TC GAAACACA 
GGCTTGGTOG 
GAGAGTOGCT 

CTAcnocAcr 

AAAAAAAAGT 
TAAAGTCACT 
AACAAGAGTG 
GCAGGTGAGA 
TATTTTATAT 
AOOCTAGATA 
AATACCTGAC 
AO PGTOGCA 
ATTGGGQGTC 
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GCTGAGTAGA 
GIM M I IGT 
CIGGTCTOGA 
AGTGCTQGGT 
AAAGATCAAT 
TTTGGGAGQC 
GACATGGTGA 
GGTOGGAGAT 
TCAOTCAAC 
GCACTC3CAGC 
AAATCAATCT 
GAGTTGAGAT 
AAGTGTOGAG 
ATTTCTOG1 1 

crererrrci 

AAACTCACTG 
TTATATCTCA 
ODCATAATAT 
CAGTTOGAGA 
AAAAAAATTT 
TAGCTATGCA 
ATTACAGGGG 
TCACAOCA7G 
AOTTGGAAAC 
GGCAGAGATA 
AATTTCATCA 
GGAGTAGATG 
GTATCATCAT 
OCTA OCTGO C 
GATGCCTCTA 
ATAAGAGGOC 
TOGCATTCAT 
GGAGTGGGCA 
GGAGGAGTGG 
TT7CATTGAA 
TTTCTAGAGG 
TAGAGAACTT 
GACAAGGGQG 
TACATGAGAG 
GACAGAGGAA 
TAATTGAOT 
GOCAGACAAT 
OQGAGQQ G I 
GAAGACTGAG 
GAGGTOCAGG 
AAGAGAGTRG 
TOOTTCTC 
GMUU AGT 
CmCAGCTT 
OCAGCTCAGA 
AGTTOCTAAA 
GCAAGAAGAT 
GTCAGATTAG 
GAGTAGTGGA 
CTTTCAGAGG 
GTGAAAGQCC 
CAOGCGTCTG 
TCAATCTGGG 
OCAGOCTGGG 
AGTGGAOCTT 
GIGGIIGML 
GAAGAGGGGA 
GATCATCGAC 
ATCAGCATTT 
GGGCAGAGAG 
TCTTTCCAGT 
TCTnOGTCTG 



AAATATTTCA 



TGGGACTACA 
MMMIUG 
ACTCCIGGAC 
TTAGAGGTCT 
TTGQGCTCTG 
TGAGGCAGCT 
AAGGCOGTCT 
TOCTGTAATC 
CTGAGAGGCA 
CTGG GTGAGA 
GGTAACTGTG 
AGTCACAAAA 
AATAGGAATC 
GTAGGGGCTA 
I ItjTGGGGTA 
AATTCTGCAC 
ATAAAGCTAT 
CAAGACTTTA 
GAATO CTGGA 
1 1 1 lAAGTTA 
GGAGGCTGAG 
AOTATGGTCA 
TCTCTAAAAT 
TATATTAAAG 
CTGAGATCAA 
AGGGACTTAG 
Al 1 1 PG GCAT 
GAATTGGGGT 
CTTGO00CAG 
GGAAAGGCAA 
TCTGGGTTAA 
GQGCTGCATC 
GATAGGCAGG 
TCAGCAGTGT 
TTTAGAATAG 
TGCAGAAAAT 
TCTOCAAATC 
GGTXT1 I AGGT 
GCAGTA1 1 lb 
MTCATTOGA 
GAAGTAATAA 
GAACTAAGGG 
TAAGAGAGAA 
GAACTGAGAG 
CAGTCACAGG 
GTAATCTGCT 
AOTACmCAC 
GTCAAGGGAG 
TCATACATTC 
reCTGTTA GG 
GCAAGOCTGA 
GGGGAAAGTG 
AGAGAGGOT 
TTTTGGOOGG 
GCAAGGCTQG 
ATOOACTA 
TAGTOOGAGC 
AGGGAGAGGT 
TGAGAGAGTG 
TCTTGGAGGA 
TCTGTTTGGA 
GGAAGAGCTG 
TATCG7GCTG 
TATTCGAAAA 
ATTATOGGA 
AATTTACAAA 
CAGTTACACA 
CTTTAGATGA 
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AAGTTTAGOC 
CAAATGTAGA 
GTGTGACAGC 
CAGTCTGTCC 
CACAGOGQCA 
TOCTTCCCTT 
CXjOCAACATC 
GCTCCAGTTC 

ocrooocTC 

GCTTAOCTTC 
TCOCTGCTTT 
1 TCF0 0 0CTG 
GAGACAGAGA 
GTAATOCCTA 
TCAGAAGQCA 
GGCTGTCGTG 
ACTGGATCAT 
AATACTGAAA 
GQGTCTAATC 
GAATTTATCT 
AGGTOCTCOG 
Gl PQCjI RGCA 
GCAGAAGGAT 
GTGAGAOCTC 
CTACAOCTCT 
GAGCTGGGGA 
CAGTCTOGGT 
AAAAAATXXT 
TCCATTAOOT 
AGAATATATA 
TTTTAOATT 
TTACTACAGA 
GAGAATATTT 
AACTTOGAAT 
GGACATATTG 
CAGAGAAGAC 
ACTUTTAAGT 
AGAAGAGGTT 
GCTTTCAATT 
TATTAATCAC 
CAGGTAGAAT 
TACATTTOGC 
TAAGCTATTT 
AAGTAAATCA 

GGgre re vc 

AAOCATCTGC 
GTGACACTQG 
GOCTCAGATT 

align i ra 

TTTATATPGG 
TOCCTTCTTT 
AAGAI IUIG 
TGAGATAGAA 
TCCATACACT 
TAACAAGTAT 
ATATAGACAT 
TA QGAGAAAA 
IGLIGIGI 1 1 
TTCATCTTTC 
GGATCAATCT 
ATAGTTTO0C 
ATATAAGGAA 
TTAGGGAGAT 
TAGCTACAAA 
AAGAATAGAT 
AAAATTTTAC 
AATATAACTT 
GAAACTATTA 



ACAATCTGGC 
GCATCGTTTG 
TOCATTPCAA 
TCTQGrrOCG 
CAQGAGGCAA 
ATTCACTAOC 
OCAAACACAC 
ACTGCAGCTC 

noocm PGG 

TTTOCATTCA 
CAIUIICAA 
GAAGQCAGTT 
GACTTCATAG 
GTOA9GAGG 
GTTCACOOGA 
AQGATTCTTC 
TAATAAATCC 
GCAGATCCTG 
CTCAATTAGA 
CACA I IIMG 
TOOGAGGTGT 
GTA9CTTATC 
OOCTTC AOOC 
ATCTOACAA 
AGTO0CAGCT 
GGTTCAGGCT 
GQCAGAOTAA 
GAGTCAAGTC 
AGAATAATAA 
CTTTATTOQG 
I ICI IAATCT 
1 1 IGIGI 1 1 1" 
CAAAGG1 1 IG 
TTAGATtACr 
AAGCATGGAC 
ACACATCTOC 
GTTGA7TOCT 
GTA9GAAGAC 
TTAAAAAATA 
1 1 RXTA TOC 
GAATTOGATC 
TAAAGATATC 
OCAAAGTAGT 
TCAGAGGCTC 
GTATCAAATC 
CATOGAGAAG 
GUCKJIGTG 
I POCTTTA Sr 

Gro cro oG TO 

CTAAACTTTA 
TATTCAQGTC 
AGCAAAAOCT 
ATOGGAAAAG 
AACTGATAGA 
TATA TATTTA 
CTAAACTGTC 
TAAGGAGCCT 
GAGAGGAAGT 
ACACTGAGTC 
TTATTCTGGG 
GAGCGTOGGC 
TAGGTAOGmr 
TCTOQGTATT 
TAAQGT QGAA 
GTXjTAAATTT 
ATTTAAATAA 
AATATAGCTT 
AGAAATAATA 



TTCIGI IAGG 
TCGCAGOCAG 
ACAAGOCTCA 
AGGAGCCACT 
CACAGGOCTA 

Tccncncrcr 

AGRjIGOTTT 
TCGCIGI I IG 
CCCATOCTTT 
TTCGTCGIG T 
CI ICI IUUGG 
CTGAGTAGCA 
OOCTOOOGCA 
CTGGOGAGGC 
GTVCTAOCAC 
GTGG GAGGTT 
TTOCAICTOT 
ATTTGGAATA 
GICIIIGLII 
CTTAA GAGTT 
1 1 ICAAQCTA 
OCTATAATOC 
GAGGAATOCA 
AAAATTAAAA 
AC I PGGGAGA 
GCAGTCAGCT 
GACMIGICT 
TACPGCTOCT 
TGCTTAAAGA 
ACAGGAGAAG 
TATAGGOCTG 
TAATCTAATA 
AAAGTTAAAA 
I I P0CA1 PG1 
ATCATCTOCA 
ACAGGAAGGC 
GAGGAGGTGA 
TTTCATATAT 
TATTCATGAG 
ATCAGICIGC 
AGIGIIGCIC 
7TOGGATCAG 
AAATOCAAAT 
CGTACTCAGT 
CAIGFIICIC 
GTTCACAGAC 
CTTCAGAAGA 
TTGFGATOGG 
GCTAGQCAGA 
GGAAOGTCAA 
CAGCTCATTC 
AAACTGACAT 
TAAGAGGAAA 
AGGTTTAATAC 
TGATATATTT 
ACTGGCTTAT 
GTGAATTCCT 
TTTAAAAGAT 
GGAGCATCAC 
GAGTG ATCAA 
AIGIGCICCT 
CTCACGAGOC 
AACATCTGCT 
GAAGCAAAGT 
CTATAAACAC 
CTACATAAAT 
GAATOGAGAA 
TCCTCAGTCT 
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GCTTATCTAA 

TAGCACATOC 

GAAGGAGAAA 

CAOGGACPOC 

AOCCATGCAG 

OLI I 1 1 I CAT 

TTGATTCTTG 

IIGLIICJLir 

AAGGCTTOGA 

Gl 1 1 TOCAG 

CTGTGACAAC 

GOCAGGOCTA 

TOCTCTAGTT 

GAAGAGGAGA 

CAACT7GAGA 

ATCTAAAGTG 

TAIGI 1 1 IAA 

GCTCTCAAGA 

ATAGGTAACA 

CTGAATTTAA 

ATAATTCTAA 

CAQOGCTITC 

AGAOCAGOCT 

AGTTAGCTGG 

TTCAGATOGG 

G7GATCA7QC 

CAAAAAAATA 

GOCAGAAGAG 

AAA OU I IG C 

CTAOGTg fGl 

IGI I ICIAGT 

TATAAGTCTT 

CI G 1GI A TCA 

GPCATATTTC 

TCCACATAAA 

"TCTOGAAGGA 

ATCGGCATGG 

TAC 1GIG T A C 

TTACI 1 1 IGT 

CTAAGCI ICC 

C AN 1 1 COAT 

GCTATATACr 

ACTTAAGAAC 

CTCATCTAGA 

CATCAGGCAG 

TOOCTGTCAA 

ATOCAQOCAC 

GGAGCAGAAC 

GGI I CIGAAA 

TTACAIGICI 

IIICCICI IG 

TTOGCAGCA 

AGGAA1CI 1 1 

TTCTATAQOC 

OOTAAAGAA 

TAAGTGTCAG 

TACTOGAATC 

TGTATCTAAT 

GAGATCAGTA 

GCATTGAAOC 

TGTOGGOCAG 

TCAOCTACTT 

GGGAAAGAGC 

AIM IICIGA 

AAGTCTTAAA 

CATTGOCTAA 

AAGGACAACT 

GGGGGGGGTPG 
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TTTTTOCATC 
TGAGTCACAG 
GA AAGOOG T 
ACCI IGIGAA 
GA TGCTOGAC 
G GU POGTC 
GLICI ICICI 
I I ICIC1ATC 
ATCCTOCTGG 
ACATAOOGC 
ICI ICGCTCT 
GAACACTOGT 
TCAGATCATC 
GGCTCTGGAG 
ATCAGGAGAG 
GCTAGGGGAG 
TATCTTATTA 
AAGGAGAOA 
AAGAAT7TAT 
AC1 IGLATCA 
ATATPGAGTG 
GGAGGQCAAG 
GGGCAACATA 
ACATGGTOQC 
AAGAI PQG r 
CACTGCATAC 
AAAAAATAAA 
ATGAOGAAG 
AAAAGTTO0C 
CGTGGTATCT 
CAOCATTAAA 
TTGGAAGQGT 
AAGAATTCAA 
TCTCTGACAT 
GCAGAGAAOC 
TCCAAAGOGA 
GTTCAGAGTG 
Al I ICICIAA 
AATCTAGAAA 
TCTPO0GGTT 
TTTAGCATTT 
TTATC AAA7G 
TPDOC AGOCT 
OGTGGCACT 
AAGTGAGAGT 
GCACTTGGAA 

CT G crcre ro 

ICIGI IGULA 
GTCTOGAGAC 
ATCTCCAAGA 
AGCTACACTT 

ATOCicro cr 

TCTTCTGATC 
TCTACTATTA 
AACAAAAGCA 
TGOCAGAGOC 
TAACCAGAGC 
ACTAA Gl I IA 
TTTCATGOCT 
TCCTATATCT 
GCATOGCreC 
AGGPOCAGAT 
ATCACTAGAG 
GAAGTAOTA 
GGAAAATCAA 
7TTTAATAAG 
TOCAGTCAGG 
GCTCATGOCr 
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129201 GTAATCGCAG CACTTTGGGA GGGOGAGGCA GGCAGATCAC GAGGTCAAGA 
129251 GATCAAGAGC ATOCTOQCTA ACACAGTCAA GOOGCATCTC TACTAAAAAT 
129301 ACAAAAAAGT AGOCAGGCGT GGTAGTGGGC GOCTATACTC OCAGCTACTC 
129351 GQG^QQCTCA GGCAGGAAAA TC1TGTGAAC CTGGGAGGCA GVTXTTTOC^G 
129401 TCAGTOGAGA TOQOQGCACT GCACTOCAGC CTGGGTGACA GAGCAAGACT 
129451 GCATCTCAAA AAAATAAAAA AAATAAAAAA AAGAAATATT ATGCTCAAAA 
129501 TATATAQCAA TAAGTTGGAA ACTTTTACTT GAATAATTTT TACAAAACTG 
129551 AGCAAAGAAC AAAAAOGTCA AGAGGGCAAG TTOCAAGACT CATCTTATCT 
129601 AA A I TGI III AAAACAACAT TAQCACTTAA CAAAGTTGAA AAGTTAACAA 
129651 AGGCAAGTAC TOTACTAGGC TTCCAAOVCT AACTAAGTAT AAAATTOCAC 
129701 AGAGCK3GTT TTCTTATCTT TAAAGAAATT TGTTGGCAAG TCGTACTGGT 
129751 GTTAAAAAAA A/WVAAAAAA AGGAAATATC TACTGAGCAA AATAGAAAAA 
129801 AAATATGAAG CACATTAAAA GAAAAAAATA TATATTOCTG AAAAOCTTCT 
129851 ATAATTACAG TOGCATOCTT GGGAATCTTT GGTCTATAGT TTTAACAATT 
129901 AAATOCATTG AATCTQGOOC GCTAGCATOC TAAAGTTTTA TTCTAGATTC 
129951 TCTOGAOTTT GTCATTATAG ATAIGNIU AAGATTTAAG TAACTTTOCA 
130001 TCTTTATCTC CTTTTATCTT TGTACATAGA ATAAAAATCT TTCTATTCTT 
130051 AAGAATATTA GAGTTGGACG CAGTOGCTCA OQCOATAAT GGCAGCACTT 
130101 TCGGAQGOCA AAGCAAGTAG TTTGTTTGAG CGOGQGAGTT CAAGAATGGC 
130151 CTGGGCAAGA TAGTAAGAGC CXATCTOAC AAAAAATAAA AAATTAGGGG 
130201 GGCATAGTOG CATCTOCCAG CTACTTOGGA GACTAAAGTG GGAGGATOVC 
130251 TTTGAGGGCA GGAGGTTCAG GCTOCAGTGA GCTATCATCG CACCACTGCA 
130301 TnOCAGGCTC GGGAAGAAAG TGAGACOOT TTCAAAAATA AAAAATTGGG 
130351 GTTTATCTAC TTAGAM I IL AATAAAAATT ACTACTTAAA IU I IA OCTG 
130401 CTTCTTAATT TCAAAOGCTT TTCTACATTT TCATTTATCT TTAAATCICI 
130451 1 1 1 IGIULA ATAAATOQGA AGTATCAGGA A G I CI 1 1 1 IA CTTGCTCAAG 
130501 GTCATAGAGA GCTTAGAAOC TOGTAGTCKI OCTCTQVGQC CCAGTTOTT 
130551 CCAAOCTGOC AQGCTCTAQG GGCAAGAATT ACTCACCACT AAGAAATTAT 
130601 GCTTCTGCTC TCATOGCAGT TGCATTOGAG AAAAGGATAT TTAACTGGCA 
130651 AAGAAAAGTC AGGAGAATGG GGAGATTTTG TTCTTTTCAA ATOCTACTCT 
130701 GAAGTOCTAG GCTTAI I I II CAAA7G0CCA ACTOGTATTC III I U I ML 
130751 1 1 1 1 1 ■ I 1 1 1 GAGAGGGAGT CPCACACTCT CGOOOAGGCT GGAGTOGACT 
130801 GGGGQGATCT GGGGRGACTG CAAGCTQDGC CTGCTGGGTT GAOGOCATTC 
130851 TCCTOOCRA GCCTOCGAGT AACTOGGACT AGAGG0G00C AOCAOOAOGC 
130901 GOGGCTAACT I I 1 1 1 1 1 1 I I 1 1 1 I IGI ATT TTTACTAGAG ACGGGGTTTC 
130951 AOOGTGTTAG OCAGGATGAT CTTGATOTX TCAGCRICTG ATGGGOOCTC 
131001 CTCAGOCroC CAAACTGCTG GGATTAGAGG OOTGAGGCAC OQCGOQCAGC 

131051 ogggcaactc gtattoctaa aogaatcata attttaccat AAGACCATAG 

131101 TTTAGTCATT GAAGAAAAAA TGTAOOGAAC TCTATCATAT G A 'I G GTGIC A 
131151 AAAAGAACTA AOOCAATATG AAACAGI 1 1 I CAGGAGCATG 1 1 IUUA TTT 
131201 TCGTGTCAGT GGAOCACTTG TCTTAAAGTT GTGAAAAGCA AOVCTOCTGA 
131251 ATTXDCAOOCA GAACTCACAC TCHSCAOOT GAGAGGOOCT CAGATTCTGA 
131301 GTGGCTGCOC GGAGGTGTAC TAOCAAOCTC CAGCTTOOGT AQGTOQCTAG 

131351 GrcroarAGT agggoctagg aaaaacasaa cagatcagga gagtgatgca 

131401 TACAGCTGCT TTATCTOGTC nCTOCTTOCl OOCTAGCCTG ACTGCTATTC 
131451 GAGGGCAOQC TCXAGGCACA Gl IUGI I LA CAGQCT G CIG CTGOOOGOGT 
131501 GGGOCATGGT TCCAGGACGG CTOCATCTTC TCTBCTTTOG GCACATTAAC 
131551 CTCTOOCAGC GTCACTATCT TCATCAflCAA AATCGAGATA ACATTAGTAC 
131601 CAOCTCATAA AGTTGTTATC AGGATCAGCA GTGAGATAAT CAATCTAAAG 
131651 TOCTTACAAC AATGCTTOGC ACTTOGTAAA CACTAAATAA ATCATAGTTG 
131701 CTATTATATG CATACTTTTA AAAAAGCTGA TGCTTTTAAA AATTTTTTCT 
131751 GCTGACTAGT GAAI IGI RCA Gl 1 1 I IGI IG I I GI IGI I GI IG I I G I I G I 1 
131801 GTTTGAGAOG GAGTCTCGCT CTCTGGOQCA GGCTGGAGTG CAGTOGCATC 
131S51 ATOaSGCTC ACTGCAAGCT CCAOCO000G GATTCAOGQC ATTCTOCTGC 
131901 CTTAGOCTOC QGAGTAGCTC GGATTAGAGG GQCGGGGCAC CAOG000GGC 
131951 TAATTTTTTT GTATTTTTAG TAAAGAOGGG GTTTCAGGT GTTAGGCAGG 
132001 ATGGTCTCGA ICICOCGAOC TCATGATCTG GOCAGCTOGG GCTGCCAAAG 
132051 TGCTGGGGTT ACAGGGATCA GGGAGGGTGC GOQGOCATCA ATCGTTCAGT 
132101 TTTAACAGGT TCTCTGCCTT AAAAAAOTTA TTAAATTCAC IG U I CJL I CJL 
132151 1 1 1 1 1 IGTAC CCATCATACT TPGAATATAT AACTAOGGCA GCATATAAAC 
132201 ACTTCACTTC CACTTATTTA TTTAAATCTC C ATC1 1 PQCA TAAGOGAAGG 
132251 GTAGGAACGA AATCTTATTC Ai IGI IGAAA OCTCTAGCAC ATAGCACAGT 
132301 GCCTACCAAA TAGTAGGGAA AATCAGGTCT TCAATTCFAT TAACTACTCT 
132351 AACACTCAAC TCAAAGIGI I CAATOGCTCA AAATAATATA ATAAQOCTTA 
132401 ACTCTOGGGT GCTTAAATTT ATCTATAATC TC7GGCAGTG AAGTATACAT 
132451 AG I I I I'AAAG GTTAAAAAAA AATCAAGTGT TTAATCAATT TCAGCTGATT 
132501 GAGCACTCAC CAGATACAGG ATCCTTAAAC TTCATAATAT CTAGTOGAAA 
132551 GATGAATTTT I I 1 1 1 IGGTA CAGATTCTGA CTTCAAGGGA TTTGCAGGCT 
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GGGAGGGAAA 
TCATOGCTCT 
AGGTtAGGAG 
ACTAAAAATA 
A GCTAC TCAC 
GCTTGTAATC 
GAGAGACTCC 
GGAAATATTC 
GTTGATTATC 
AGGGGGAAOC 
GTGAGATTTG 
GTACTCTOCr 
TAGCAILI 1 1 
ATCGATCCTT 
GGGCAGGATC 
A00CATCACT 
TAGTTATATT 
ATTTATATCT 
T A TCT G I U X 
AIGI IGAATT 
CTATATAAAA 
GAGCT7GAGA 
ATAAAAAATA 
AGA7GCACAG 
GCTGCAGTGA 
TATCTTTAAA 
TCGGCTTTTG 
AATAA GA7GA 
GCAAAATCTC 
TAAGGTACAG 
CTAA GTGAAA 
TCACA0CTCT 
GAGCTCAGGA 
TACTAAAAAT 
GTCTAGTOGC 
GGGAGATCAA 
GT GAGAG AGT 
TTATTTCATG 
TOGTCACTGC 
TTOGAA7GAA 
GAAGGAGTGG 
TCACTTTCAA 
TCT OCA ATC 
CTCTGPCAAT 
TGTCTOTACr 
AGCTCAATTC 
CAAGGAGAGT 
OVTOGTCPOC 
AATATAGTAT 
TTCTAAGTGC 
1 1 1 nQCTAOC 
GGAAALI ILI 
AAGCTGCTGG 
AACATAATOV 
TGCAAAGATA 
GCAGWTCGA 
GTCAGCTATT 
GCTOGACATT 
AAAAAOVGTA 
AAATTAGAAA 
ATAGAA7G0C 
TATAAAGCTT 
CAAATTATTA 
AGTTTTCATG 
AGCTOQGCAT 
GGTX3GGAGGA 
GACAAAAG0C 
CATCCACCrc 



TTAAATATAT 
AATOGCAGCA 
TTCAAGAOCA 
CAAAAATTAG 
GAGGCTTAGG 
AGCTGAGATC 
AGGHCAAAAA 
AGAAAATCTC 
TATOTAAAAT 
AGTA ATCACT 
CI nOCTGGGA 
1 1 1 ICI ICAT 
GGGGCGCTCA 
CATTTOCATT 
TCTOOCAAGC 
GTTOG00CAC 
AATTCATAGT 
AAAAGATATT 
TTACTOGTAA 
TCCTGAAGAG 
GACTTTOGGA 
CCAGCCTGGA 
AAAAAATTAG 
GAGGCTGAGG 
GCTGTGATCA 
AAAAAAAAAA 
GTAAGAGATC 

TA/ZAA AA AA/"* 

• * w*** ■ V • W V 

GAATATCTAC 
AACTGAJGCT 
GAAGOCAAAC 
AATOOCAGCA 
GTTOCAGACT 
AAAAAAAATT 
AOCTACnXA 

ggctggagag 
gagagoctut 
tcaaatatoc 

CAGGGGCTGG 

G rerocrm 

GTOGAAA ACA 
ATGGTTAATT 
ATATTATAAA 
TAGTATTAGA 
GTCATCTCTG 
ATTCTCATAC 
TACTACTGAG 
TJATAGGAGA 
TCALILI ICI 
ACAGCAGA7T 
AGAAGTGAGA 
AAAGCAGGCA 
CTCAGGAGGA 
1GA GI GMCA 
GAAAACI IGI 
TCTACACATT 
TATTTAAGAA 
TTAGATAACT 
AGATAACTTT 
TGTTCAGTAC 
ATTAATAATT 
AGTCrATTTC 
AATTTAAAAT 
TTATTTCATA 
GG TOGCP CAT 
TTOCTTTAGC 
CATCTCTACA 
TAGTCGCAGC 



AAAAAGTCAT 
CTTTOGGAGG 
GGCTOGOCAA 
CTOGACTTTG 
CAGAAGAATT 
ACAGCACTGC 
CAATAOGTTT 
TAGGGGAACT 
CAAAGTGAAT 
TAGAAGTCCT 
G GGGAGCT GA 
TOGTOCATC 
TTO Cf CTSTC 
ATGGCTOGGA 
AATTOGATTT 
OCATTOCA GG 
Al 1 1 I CI ACT 
AC AGGTTA TT 
CATTTTTAAT 
TCOCTU I AT 
GGCTGAGGOG 
CAACATAGTG 
GGAGGGGTGG 
TCGGQGGATT 
TAOG ACTCTA 
GTTCAAGATT 
ATACATOOOC 
OCAAATOOCT 
AGTGCAATAT 
AOCAGGTCAA 
ATAAAAGCTG 
CTTTCAGAGG 
AGCTTOGGTA 
AGGCTGGCAT 
GAGGGGGAGG 
GOGTGATAGC 
CTCAAAATAA 
AAAATAGGTA 
AGAGAAAGGG 
GGCAJGATCA 
TTCTOTATCT 
CTAT1TCATC 
GATCTOCTAT 
AGATTCAGTA 
TTTOGGACAT 
CCTGAACTCT 
CAGAOCAAAT 
AOGCTOCATT 
TTCTATAGGC 
TTATATAAGC 
GTTAACAGAG 
GAACAOCAOC 
GGCTCTGAGG 
TAAGGAGGAA 
GCATTTACAG 
TTTATCTGI I 
TCTCAGATAG 
TAGGTTTTAT 
TAAAAOCATG 
OCTAAAAGTT 
CTTATATACr 
CAAAATCTAT 
1 1 I ICI IAAT 
AAAAA fAAAT 

GGCTGTAATC 
CrAGGAGCTT 
AAAAATATAA 
TACTGAAGAG 
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TTTOGGCCAG 
GOGGGCAGCT 
CATGGGGAAG 
TGGTCC1 nSC 

Ga 



"GAAOCT 
ACVCCAGOCT 
TTTTAATCTT 
CGAAGGAGAT 
GAGGCAGTGG 
AAGCATGTTG 
GCTTCTGGTG 
TCGATC ATGA 
CCTCATCATG 
TAGGCTTTCA 
CIGLIUGGAT 
TAA ATATAAT 
TCAGGTCTTA 
GATTAOGGT 
AAGACTAGCT 
OCTTACTGGC 
GGAAGATCAC 
AGACAOATC 
TGGCATGCAT 
GCTTCAGOOC 
G00CAG0CTA 
CTCAAAGATT 
CPGAGGAGTA 
GTAAATAQCT 
TATTCAGOCA 
TOGAGCTCAA 
AOGTOGCTOG 
GCAAQQGAGG 
ACATAGCAAG 
GGTGACACAT 
CGAGAGGATC 
ACXACTGCAC 
AAGGTCATAT 
AATTCATACA 
ATTGGGAAGT 
AAATATTT7G 
GCTAAA7G0C 
TCAATTCGAC 
GmCAGTATT 
TAAATATGAT 
GAGGTGCTCA 
ATTOCTAGrc 
OGAGTTTAAG 
OCI ICIICIC 
TACAAGCTTA 
AGCACTCTAG 
CAAGAATAAG 
ACAGAGCAAC 
GCATCATACT 
GACTTCAGGA 
AT A I rGTOA 
GGTACTTAAT 
ATATTTAOTA 
AGTATAAGTT 
AGTCCTGGAA 
TTCAGAAGCA 
TAG AU I IU 
TTAACAAOCT 
TTTCAATTAT 
AGAGGAAAGA 
TCAGGATTTT 
GAGAGCAGGC 
AAATTAGOCA 
GCTGAGCTGG 



GGGCTGTGGC 
GGATCACTTG 
GCOCATCTCT 
CTGTAGTCOC 
GGGAAGGGGA 
GGGCAAGAGA 
GTCOOTAAT 
GATTATAGGA 
CAGGGGQGAA 
CATGGTAATT 
TCOGTOCTAG 
TTOCTCTCTG 
G G T CI CI IU G 
GT TAGI [O GI 
TCATCICIAT 
GATTCTOCAG 
ATTAAGTCIC 
CTTTTOCm 
ATTAAAGAGT 
AGCTAAAACA 
CTGAGCTCAG 
TCTAGAAAAA 

cracAGiar 

AGAGGTCAAG 
GGGGAAAOGC 
TCTAAATATC 
GTTGA7GAAA 
AACTGGOTAA 
TAAAAAQGAG 
GAACATTATG 
GCATOCTQGC 
AGAATCATTT 
ACL I ICICIC 
ACTAATATTA 
TATTOOGOCT 
TCGAGGCTOG 
ATOGTATCAT 
GATAGAAAAC 
AACTAOTAA 
GAACTAAATA 
ACTSAATTGT 
CTCTAGAAAT 
ACTTOQGTGC 
AAAATTTAAA 
GTGAAGGI 1 1 
ATGAA7CAAG 
TTCAAAAGGT 
TOOOG GAGGT 
GTTTTATACT" 
TACTAAATAG 
GGAGGTAACA 
TGGCAGCAGA 
ATTAGAGCAG 
ATGG TC1GAT 
TT7TATATAT 
TCGAGAAATG 
CAGTATATTC 
ATAAGAGmr 
TTTGTTAGAG 
GAAGGOGAAT 
TC CAGG1A CT 
AALI 1 1 CATC 
GATCTTAAAT 
GTAGmGAA 
GGGAGGCTGA 
TCGGTAATGT 
GGCATGGTAG 
GAGGATGAAT 
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136001 TOVGCTTCGG AAGTCAAGGC CTOCATCAGC CATCATTATC CTACCGCACT 
136051 OCAQOCTOQG TCACAGAGTG AGAOCCTCTC TCAAAAAAAA AAAAAGGTO" 
136101 AQL'T 1 1 C I A T CTTTTCAAGT MTCTCTTOG TATCAAAATC CAGAGGACTG 
136151 TACTTTATCA CAAGGTTAAA GATATCAGAT CI 1 1 1 RCTTC CTATCAAAAA 
136201 AGGTTTATAT TTCAGATCTG TTTCCTAAAA AAA/WWWV GTCTCATCTC 
136251 TCAGATCTCT GAATCAGTTX TCTOGGRGAT CTAGA0000C TACAGAGGCA 
136301 CACTTCTTC1 CGCrTGGTGA CAGLI 1 1 1 IC GLI ICICAGG GTTACTTCGT 
136351 GACAAACTOG GCTCCTATGA TCTT3GCATTC TAOCTOGCTC GAGTCOCTOC 
136401 CCTTATTOGA GGTOGRGTGC 1 1 Ibl I MAT OGCGTOGATC CATACTAAGA 
136451 AGOVAAGAGA GATOVGTAAA AGCACTOGAA AAGAAAAGAT GGAGAAAATC 
136501 TTGGAAAACC AGAACTOCT GCTCTCAAOT TCATCTOGAA TCTTCAAGAA 
136551 AGAATCTCAC TCTATTATTT AATATCTTAC ATAOCTOCAC GAGACTOGAC 

136601 rrocrrnTG aattttaagc aagtttoctt tcotttata caaattgcaa 
136651 atttcatatt tttttaatca catoctasga atagcacaat aattoggaaa 

136701 TAGAAGGCTT ATCACTAGAA GAAGCATFTT CTOOGACTAA ATAfCTCPGA 
136751 I G I I PQ GATC AGTCTCAGGG CAGAGACTCT GGTATATCAA AACAIGTCTG 
136801 AAAGTOVCAT ATTCTCAAAA TTTCAAGCTA TCTCAGTAAA AAGCAGCTTT 
136851 GGAAACTCTG AATC AIC I 1 1 AGCI IGIACA AATCTTTAAA AATADCTCAG 
136901 GCTATACTGA AAQGCTTCCA GTTTOGTTAG GAGTOGAAAT A1MI GI I IG 
136951 TTAATGATCT CTTCAGI ICI GGTAOCICIG TTTTACTTTC TTATOCTOT 
137001 TOGAAACTTT TTOCAAAATT TAAGCCTGGG TTCTAGATAA TA0CAGATCT 
137051 AOCTAAAOCr CAAGTCTATC TTAAAGTTOC TTTCCTOCTG TTAAATAAGC 
137101 TATGATATTA AGATATTCPG ACTTGCTOCA GTCTCAAGGG ACJLI ICRGGG 
137151 AGCAGGTGCV AAGATAGTOT TCAGAATCAA TATCTGAGAT GAAAAGGATC 
137201 OCCRXAGGA GGATOCTGAG CTCT I'CAGAA ATCATTTAAG TTTACAGOGT 
137251 TCTTOQCTTT G0GTTTOCAG TCOGTTTTAC TCAAGTAGQC AGAAACAO0C 
137301 CAOCTTTCTC AATTTCTTTA AACTCTAACA ATAAAGTAAA ATAGAATOGA 
137351 TCAAAGATAT TCTGGOGATT GTAACTTAGA ATTTTTOGA CIICIGGATT 
137401 1 G1 PQGCACT AGAAOCTCAT ATTTAAACAA AGTCTTACTC AGCAGCTATC 
137451 AAGTGGCACT TACAGGCACA AATTOGTOGA GGCTOGAGGA TGQGGAGGGG 
137501 AGCAAAAO0C TTTATATTTG TCAAGAAAAT ATCTCTAQCT GATAGAAATA 
137551 ATTOCTTAAA TTOGTTTATC AAATTAATCA GTCTGAAAAG GTTAAAAGGA 
137601 CTTATAAAAA GAAGCAAGTC CTACATTTOC AGAAC1 1 ICI GGCAAAAATT 
137651 TGCACTCATA TTATTTATOC TATCAACATT OOCAIIGIII TTTTTTGCTA 
137701 TTTATATACA GATTATCATA AGAAAGCTCT CAGTTTCAGG ACGGAAAATA 
137751 AAAGCAAAGT CA7GGCATCA O0CATACTCA TTTACAAAAA CAAGAAGACT 
137801 TTCCTCT A TC CCTAAAATTA TCCTTTAGTA CTTCAGGQCT TTAAAAGTTA 
137851 GTOCTTTTCA TTCTGAAGAC ATTCAGCAAC TTACI I IGIC ATACATGCAG 
137901 TTCCAOCTTA C3CACTTCTAA TAGTUTCATA TTTCATATTC AGQQG ACTTA 
137951 GATAATT7GC CTGTOGATOG TTCTTTTOCA GGAAAAAAAA TCTACATTTT 
138001 GAGCATACTA (JUL 1 1 1 CATC I ICI IATTAT AAGCI 1 1 1 AG AAAATC ATTT 
138051 CATTCAGTCA TCTCCAGTTA TATAAAAQGT TALI I ICICA IIIIIGAGAA 
138101 GTTCAACAAA ACATACTACr AAGAOCAATC ATCAAAOOCA CTATTATAAA 
138151 TCTTAATTTT GGCPGGGTAA GGTOGCTTCC GGCTATAATC OCAGCACTTT 
138201 GGGAGGCTCA GGAGGGAAGA I PGCTTC AGC GCAGGAGTTT GAGAOGAG0C 
138251 TCGGCAACAT AGCAAGATOC IGICICTACT AAAAATAAAA AAAAAAATTA 
138301 GGOCAAGCAT AGP3GCTCAT GOCTCTAATC CTAGCACTTT GGTAGTQCAA 
138351 GGCAGGGGGA TCACTTCAGC OCAGAACTTC AAGAOCAGCT TCGOTAACAT 
138401 AATCAGAGOC TCTOTCTACA AAAAATTTAA AAATTAGOCA GGGATCATOG 
138451 TCODCAOCTG TAGOOOCAGC TACTCAGAGG CTGAGOTAGT GGAAGGATTC 
138501 CTTCAGCCTA AGAGATGGAG GCTGCAGTGA GCTATCCGAC TGTACTCTAG 
138551 O CTGTTCA AC TCAGCAGAAC OCTCTOCT A AAAGAAAATC AAAAAGAAAA 
138601 AATAAATCTT AA A I 1 1 IGI I TTAAGTTTTA GCAGAGACTC GOCTCAAAAC 
138651 AQ L1 ICICJ GC CAATTTTACA GAAAGTAATT CAAAAATCAA AA CTTTAC TC 
138701 TCTAAAGAOC TCXACAGTCT I 1 1 ICI 1 1 IC AAAATTTOGC TCATTTTAGG 
138751 AAAAAAGTGA TCATCTCAAA CTAAAAGAAA TTGCTTOGTT AGTTTOCATA 
138801 TTAAAACAGC AGTGACAAGT ATATATAACT TAGATCTCAG CATAIGIGI I 
138851 TCTATATTAA ACTTCACATA TCTAGTTTTC AGTTTAATOG AATCAATCAA 
138901 ACPGGATCTA TAACACTGAA AAAGTTCTAT TCTAATAGAC TCATAOGGAG 
138951 AATACTCTGC TATAATAATA TAAAATTAAG AAGAAAAACT ATAAAOCTAA 
139001 GATCCTAAAT TCCATAAATC CATATTTAGT ACTAIG1 1 1 1 1 IGTOGGAAA 
139051 AGTTCTAAAA GTTTAAAATC CACAAAGAAA ATCAAAAATA CTAATATAAA 
139101 AATTTCTGCT TTAATCTAGT CAAACTAAAT OLI I ICIAAT TTCTGAATCA 
139151 AGTGTTACTC CTGCAATAAA GTCAGCTCAT AAGCCTAAAT I II HUGH 
139201 CAATOCAGAC AC 1 1 1 ICIGA GAGTOGAAA AGAATAGAGA GTCAGAACTC 
139251 TGTTTTTATC TCCTCATCCT GNU IGATA AGACTCAGAA AATTOCAAA 
139301 TTOGAAAGGT TCTOGCATTT GAGGGCAAAA AAAGGATCAA AGGGAGTAAC 
139351 ATTC LI II I I ATAGATACTC TAGATTOGAT ACTATTCTAA CAGATCGQGA 
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139401 AG^AACTTOC AGfiAACflJTT TGCTTAAATT TTATTOCAAT GGATATTCCT 
139451 QQGATOCATC OVTTTAACCA GTAATATAGC ACOCACATTA TTWTACTTT 
139501 ATQCAAGATC TCTTCATCTC TTTGATCATA TTTACAATCC TTACTCCATA 
139551 GCOCTGCTAC AAGACTTAAA ATT 
(SBQ ID NO: 3) 
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352 G^TOGTTAGQCAGGGATTATO^^ 
CATOMCATOVTATOGG^ 
AOCCTAAAGTTATTTC1T0CO0DCAC 
TTACTACGCATACOCACACTTAAA^ 
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AGrATCTTOVTAAACnATrTACA 

[A f G] 

TTTATTTAATX^TTTACTTA^ 

Gl I PGTCl G CATCCAAATATATAATCGA PSTOG I ILI I IGGQ CAAT AATAIG I PGTGGA 

O^ACrrnCAAAGTOVATAAATAO^T^^ 

TATCTAATCACTCrTCTAlOQVATCT^ 

TACTGQQGTATOVTOTCArACATAOV 1 1 1 1 IGlGCACTTATGTTGCCrAI ILLI ITCTn 

381 CAGGMG^OC^^ 

TCTAGrTXSAGGTACTCTTnGO^^ 

GOGTTCCATIXTATACTOTTOjAAGAAAGTTA 

AACCATTCTACTTOVCC^^ 

GO¥3GAGAGATTTCTOA1 I L I L I CCTC A TTATTTATTTAATCATTTACrrA 
[C,T] 

TOVCTOnGGATAATTCrTACATA RjTCI I IGI 1 1 G I G IGCATGCAAATATATAATOGAT 
(jfXSCTITCrTTCOCEAATAATATCnCTG^ 

CXrrnC/VC^VVCrTTTAC^QGTTTT AAAGTAAGTATCTAAK^j I L 1 1 L I AQCAATCTACAT 
TATACTTCCAAATTTTCCTTATT^ 

TITCTCCAOTATTTOGCTAI ILLI I AGl 1 1 ACrATTTTOCDCrcATTTCTAAGGCAGAT 
3505 GQCTOCTITAGGCAAAAAACAAATOAAGAOCr^ 

TOVcrrTATarnocAAGCTTi^ 

GTCAQAGIG 1L I I U j I GGenAGTAaAATOGCAATAAAACAC ATATCA A 
GCTAAGTGATTTO CATTACTA M ^ 

GVTTAATAGILI II 1 1 1 1 1 1 AACCnGATTTTCTATTA I » 1 1 IAGAGTGAATAi 1 lei lA 

[G,A] 

GTCTTTAGTATtXATATl^ 
GCTGGGTTATOCTGAGAGr^^ 

TCTOCAACTTALI 1 I II I l UJ VTPOOGCATC A I bl 1 1 G I GA CrTATOGAGATAATAGCTC 

AGTGTC^VOGATAACTCAAATTCTTTOCATTTT^ 

TATATTATAOCTATOCAT^^ 

10280 TQQGAGGGAGGTAATTAOCRSGTOQGAQCjW 

L I G I ILI I G I (lA TAGTTAATAAGTUTOVTCAGATtTC 

CTGCACAL1 I I LIG I IGUL I GI I G QGATCTAAGACATGCJL 1 1 IGLILLIU I rCAOCTTC 
CTTTATAAATTAGOCA^^ 

[G,C,T] 

TniATTAGCATAA/V^WVVQGCTT 
GTTATTACXTtXATOG^TAGATAA^ 

AGTATTTAGrTnATTAAGrTGAACTIAAGAGGAUL 1 1 1 1 IW5CFQGAAAAAAGTTOTAC 
TTATXJTOVVAGnGTTXTOWVOT^ 

CTAOVTATTTACTTOC A I G 1 IL I 1 1 A GAATATTCTCTCAATAGTTnOOCTAGTCAAGTC 

11107 G^WWCTOOftGCAO^Cra 

GTOGCroGAGGMTOGAOGAAAGCAGIGG 1 1 CAMTCTACATCOCAAATCTOTATCATC 
ATAO LIL I I IG I I AAAGTXXXrrTCTTTAACAGCAAAAGT AATTXXTCACCTTGCATATAG 
(yVACTAAAAAAAAGTOGATGAAGAAAl GbL I IGLLI I ATTTT^AGTAAGAAG I LI MM 
TOVTTTt^CTAATTTTTAA^ 

[G,A] 

TOGACGAAAGCA A I GI I P0G I rGTGGAlOCAAAGCAGTGftATCI MM I L I I ILI I ILI I 

I L I 1 1 I L I I M 1 1 1 IGI IA AGAGAGAGQ G I L I IGLIL I LI IGL I LA GACTOGAGTGGAGr 
CMTOATCTGATOQC^^ lUaGCy L AAGGGA TOCrQCTG OOOC 
AAQCTTXTGAACAGCTCG^^ 
TTTTTTTCPQGQQQVQQCTOCTOATATT^ 

15750 TX3GCTCACrGCAGQCTOGA(X 

TAGTrT AGGACTACAGGGGCA TOOCXCT^ I M II HgTAjGflG 

ACXnX^GCDOTnGAAAGTGCTOG^ 
TTTTO\AT7inAAAAAAGTAACCTGCTCC^ 

[T,C] 

CTXSGTACAC^VCAOCreTATT^ 
AATAOXTTAACATTTCroOVQCAAAATXnA^ 

TAGCrrO\GGTtAGTTCAGATX7Wjl 1 1 IGLI I L I AATTAAATCTTCATATTCICTTAGA 
AAAACTTTGGGrnrGGGTTTTCAG\TT^ 

TCAGAGAGA G I LI IGLIG I GI I GL I LA GGCTGGftGTG0CATGGCACG^TCACX3GCTCAC^ 
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16004 AAAGTAACCTOCTTXCrACTCAACT MATAQ^GTT AAA A A AACTAATCTCGrACAGACAC 
CTCTVTTTTCTCAGAC^^ 
TTXntGCyyGCAAAATCTATOG^TAAG^ 

GTTCAGATCAAGI 1 1 IGLI I L I AATrAAATCrrX^TATT CTCTTACAAAA ACrTTOGGTT 

TX3QCTTTTCA^TTTX3CAAATAAATAATTATAAA 

[T.A] 

G UG I G I I G CTOVGGaTSAGTGCDVroGC^^ 
AQQCTt^GOCATXrTaJDVC^^ 
ACATCTtXAGCTCATT^^ 
TQOTOWAACTtrroGKn^ 

TATAGCTCTOYXCACTTXS^^ 1 1 IU.1 1 1 1 

16871 GQCnATONAOVVCTTTA^ 

MTCAGTTTATTCTGCDg^^ 
TTTTATTTTTATTAGTATT^^ 

TTAAAATCATATTTO^GraCTTATAAG 1 C I G I G I ICjULAGTTTrTCAGCiCCTTTAGAAGC 
TOOWOXaAOCTGQCAATrATATATAATATT^ 

[A f G] 

TATATTAG^AAAACnCATTOXATAGOT^ 
CCTTAGATTCIOyOCTC^^ 

CTrAG00CAG(nCTPGATCftA G(nC nSTO I AGGGCGQQGGATAQGAATGGAAATAAAOC 

ATCTAGAGACTTOGGCATO^^ 

GGATCAAGTCTOCAAGAG^^ 

17163 GOCAGTCy\ATATATTAGAGTAAAAC^ 
TATCTTAGGOCTTACttTTC^^ 

OCFSCnSTG l A QOOCftOGTCTTCATOVAGblCIGICI IAGQQOQQGGGATAQGAATOG 

AAATAAACOKTOTAGAGACrnQQQCATCAQGAC^ 

TOOrTOGAGGATCAAGTCI^^ 

[T,C] 

TTOCAltAACCTCroGACro^VGCrA Ai ICX J L.1 I G AAAATATTTTATTAATTAATTTTOG 

GGTATCTTAAAAATTTTCTTTCCATOTATTTATT^ 

GCTCTCTOVCCXATTKTOG^ 

CTTCCCAGGCTOV^^ 

ATtTTCACJCAGATTTGGCr^^ 

17966 TCAAQQGATTCTOTUTOOVC30CT^ 
AanXSQCTAATTTrnOTATTTTr^ 
aOWOATTCAGCTO^CT^ 
GATGTGAGOCACCATCnQCftGOCAOQCATTrA^ 
AGOCAOQONAGAAACAAAnOGACrTATTOCATQCTO^ 

[A,G] 

AATXyVTACATA^CnAACICT^VGftGAATATQC^ 
ATATAGGATTTTAGAGGAAGGGAGAATT^^ 
GTTTTTCAGTTAGGTXnTAOGAGAT^ 
GTATCGgVQCTGAGAG^ 

GTTCrGA CfXnGGl 1 1 A CTATGTATTTCAGGTT A 1 1 1 I G I I i AAIOATOCAGTAATCCT 

19392 G^ACAT^CATAATGGAAACXXA^WVTXX I G ! <J IGAGCGGACTCAGGGGCIGCJ ICIA 
asrAATTTAGrrtATTTCTA^ 

GOC^VCTGTAGCTtXrreOCftOCFOTAG L I I I GG1U 1AAAAAAAAAAAAAA CTAATAGAA 
C I roCl IA AA A1G 1 CI I RXA G OG 1 HQGA1 1 PCTOAATTCAGA1 1 PG0GTC1 IUXAA 
GQCjFXIAAAATrATATTTTTACr A ICXJLIGI LTTAGGTATTTGCAAAAC I ItJblU IAAGA 

[C,G] 

TTAGTCAI rrm ItJU ICAATTTX^CATC^CKCTA^ I iULICJLl 

(JL I I ICAI 1 I G 1 G ATGTAATTAA G \ I GGIUG I A AG IU 1A TTTTT AAGATC T7CTAGAC 

CAAGAGACTCTGAGAATA9^ 

GTATTCAGAGTOGTCAAAAO^^ 

AGTTTAGTAACTGAGQOV^CTACrTCATTC 

20113 TTCAGAAATATOGA L I G 1 1 1 i I G CACATTCATAATOGACATTTCftCjb 1 1 IG1 IAQQQGAG 
QVSGTGTTIATOTTATQQCACrrTCTCG 

AACTAG0CAC3CTQG0OVOCACAA G I GIGI I 1 I GUL I l A GTTAeCTtJTOVCAC^CT^QC 

ACAUGI IGl GA GTCAGCAGgrTOGCACGCjrGOCT^^ IGACTCA 

[T,C] 

GIGUGlOCKJre A TCT^^ I GUUGI 1G I G ACTCAAGQ0C 
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ATCAAAGGGAATTGATAGTnCTCTAAG^ 

AjCCTTTAGGCTTCQVGTAA^ 

OCTATTAAAGCAAAAGTOVGCAT^ 

20434 AQGACTOVGGTOCnGAAl IGUCIGI IGlWCTGAAGGOCAGCTCAAGCTi^iv/SAAGTG 

GTGTAAGAATAGAT A I C I GQ0G I MM lUAAGOCAAGACACXTTTACCe^^ 
TCTTTOVTCTTTTAATATOVTT^ 

GCATCTAAGCnGGTATTTTCAQCAGA I I I UC I U. I U I G I ^ jCTTUTGGGTGAACTCAA 
[G,A] 

TAGTX3GCTTACTCACTACTAAAT A I G 1 1 i I C I (jAGAATTATAGGGAAGGGAAGAAAAGGA 

AAGTOCAATTAAAGCA1 I 1 1 1 L I Cill LAGAGTTTGAAAAATAGAATT^TGCAATOTTT 

AAATTXXATCOCAA^ACATOVG^ 

AAAGAAQVATCTAAGrrTnWATT^^ 

CATTTCITACGTOTATOnATW 

21243 TAAATTMTCAGOGGTtttCT^ 

AGTATTTTOGAAAGCAAGTCAGTGAC^ 
TTMTGATAAGTGAATAGAAACTACT^^ 
GA1t>TTOCTAACTCreGAAATOCnTTATCGA 
GTCTTCTOGT AGA7TTTCAGATAGGCTTTAGA£AAAGTTCA<^^ 

[T f G] 

GATTAAGAAAGCTmTnCATO 

TAGAATTAGGTAAGTT AGTGTTATAAAA 1 IGGI I IGAGTXTOG ATTGTT TAGGAAGTCAG 
I CI 1 1 1 G G1 G QCAGCAATTOGTTATGCATrAMTAGA^ 
ATTCrnXyVCTOGTATTTA^ 
GGGGI U i GGAAA/KnTCATGGAAAAAATCTA^ 

23009 TTCrnXXTAATCTTAAAAMTATTT^^ 
AAAAGGACTGCATTGACATGATTAAAT^^ 
ATGGCTGGTA7Q\ACTO\GAAAAGTATC^ 
AGTGT ATATTTTCATTATGTTTTAATTTCATT^ 
TATAOVTTTTAATXXTAAGGGAATAAA^ 

[C,T] „ 

TAGCTAOVGTtnxnGAAACACAGAGCA^ 
/VGGAGGTTCTOWVGAGAATAAATC 

CTTATTTATOVTAATOWV\TAATG(XA ATCTACA 

TTOTAAATTCnGOCTTCATA^QC^ 

GCAATCATA A1 1 1 IG I GICA TTATCACGAAGACMT^ 

24699 TTTAGAGGATIGGATGAATAG I Uj I GCTlSOCAATAAAGAAATTTAAATATOGCTGATATr 
TOCTATATTTAAGAAAGAOaAAG^ 
TCACnOVQOCAGCAOQCrn^^ 
TCTCTQOVGGAGreAATCGGAGGAAGAGATAGGG 
AGTCAAAGGGAGAAGTAGGGTOOTAGCr^^ 

[-,T] 

TTTTTTTTTTTTTO\AGA^ 

GAGQGAGGAGGTGAAGTTACT AAAGGTTTAATTGATGGGGTAAGGTTCATCAGCAGATCA 
GATCTTTAGAAGGAAGGl 1CI 1 GC I CGGQGGCAAGATTCAAAACCXCTATTCAGAAGCAG 
GflSAGAAGAAAGE AAGAATGQGQGCAAATGT AGGTA GG 1 1 1 GG I GAGGATCAGGAAATGG 
AGGGGAAGAGGKATTAAATCTOGTCCTGOGGrrc 

28058 GGAAG GTG1 1 1 » 1 U^ TOVOflGGAAAGGGGAAGAAGAAGCXATCAGG 

ITTTTTC1 I G I I I G I I I GI 1 1 IG CCAGrTTTAACTOCAAGCrAAAACroGGGrrTC 
ATTTCAGGAAOCAGTAATAGAAAATTTCr^ 

GGTTACTTTOGCrTTTOVTTGTOGGGAI IGlGIGlGIGIGAGTAGATGCAO GCACTTCK i 

TGTTTAAGCXJKnAAGGCAGACAGACAGTGGGTA^ 

[A.T] 

AAAGTAATAGAGAAAAAGAGGAATACAAATAAGQGA^ 

AOVGGAAACAGTGAATCAGGCraC^^ I ICI I IGIUOCTOCAGIGI !G 

I IGCUGIU iATCATGATC UUil 1 1 ICAGCCAACCTTGAGTCAGrAAAAGGGGGGTCr 
GAGOTCTO^CTGCCTGCGTGGC^ 

OVGGAACAGCAGAGATTTOCAGGAAGAG1 IOUCI I GTCATTTTTATTCCTGAGrcATCA 

29600 ACTGCAACCTCXTTAAAGCTACAT^^ 

CTGT ATGTAGTGGATTCTA I MINI 1 AMTAGTATTTAATPGTA I G 1 ICI ICTACACTT 
TTTCCTATCTXXATCrrAOCATAG 

TTOCACATCTXJCAI 1 1 I PSTC1 CI C^ TTAAAAGATGGACAAGTATCATCTATTATCrrA 
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GTAGTOXTCAAACAAG&WWVGGI I IU I IGI I IGU IGI 1 1 1 1 1 1 IAGATCAAGTCTC 
[T f C] 

gcccaggctcg*^^ ic 

AAGCA G I I C ICI GOCTO*GCCTKXTG^AGC^^ 

GQCTAATI 1 1 F G I A TTrTCACTAGQGAgflAGCnTTTCG PG 

AACTCCTC4CCTO*GGTT*^^ 

TCOGCCACTCTimEG^ 

31455 AGTTA A T K JG I I G i GOGOVGCGAGATCTnTAAAflGT AAATTTX^TTTOCfTTAAGAA 

AAAACTAAAACATTITAAGaCTO^ 

I I G I CJU I I A GAAGAAAGnT3GGGGAACACMTT^ 
ATTCATAAAAGAAGn3GGAAGGTC>GGOCAGGT^ 

[A,G] 

CnTGGG4G3aOC^^ 
ACrnTCAAAQQGQGTCTC^ ^ 
GOCTCTAGTra^QCTAC^^ 
GQGGTTCCAGTCftGOCX^ 

(XGTUnC AAAAAAAAAAAAAAAAAAAAAAA AAGTtSGGAGGGT^ 

35653 CTMTAG AAAAAA ATATAT AI 1 1 1 IGILA AATAI I IUGI 1 1 lATTCATPC ATTCAAA GT 
ATATTTOG^TCTTTATTTCC^ 
ACnXACrrTAACTG^OCAT^^ 
OaXTrACTOOCTCTTOGAQGAA^ 
GCAGTTCATTOGGAGGAG^ 

[T,C] 

QGTAATOOOQGWCnTOQQGQCXnX^^ 
AOGVGOCraGGDNAGATAGGAAACCOGTOCT 

TOCTGGCGrcrracnOT^ 

OQCAGAAAGinRGAQQCTtinQCnTIAGCfCrW 

ACAGTCAQV CXJLIGILI I A AAGAAAGAAAAGAGATTCTAI IG1GI I I RGAAAAAGATBGT 

42700 AG G 1 1 ron^TncrACTG<VGGC3CAAAAGGg 1 1 ICI III iA 

AAACM3QCTTTC A1 I III I PG GAA G1 1 I G I I I LI I I G A AIU 1 1LIG I CA GTTTAACICT 
TATCATO\ATTOCTTAGCAT^ 
CTTACGAAC^VGOCAGTTCCAAGCTT^ 
TTTACAGATCOGGAAAATCAGGCAO^^ 

GGTO^GTt^TOOCAGGGTPCAAACCTACAC 
TTATTTCTTOVCAATtATATXn^ 

AflSAGGGAGOGGroC ICl I L I G I lU aA GMGAAAGGCnQGCT^TCAAGACACACregn" 
GGTITCAAGAAAAAATATAGATCTTAATTOGATAAC^ 

45516 GTTACT AGCT ATtnAATXTTO^G^AAACTACPC^A ICICI OGTGCXTTAATTTTOTAG 
GnTATAAAGCAGCTACTAATTATO^ 
ATTTCTAAAACACTTAAAACAGre^ 

[g|a] MA 

CAGACGOGCX3GCra*CX^ 

OCAGQGfrGGlGbrUCn^ IGI IULIGC 

ACGGGCTAAGTGCOCraGCn"^ 

ATOSCCCAAGGTTOGATT^^ 

G^GGCTRXXjOCCAIOTOGAAGCAG 

51789 AGAAGAACaCTAGTATGGGOTM^ 

AGAAATAGAATOGGAAAOCTCATGAGGAOGTAG 1 1 1 aiTOl I CAGGATGGCTAGOCAOCA 

AAGAAGGAAAMT/OTTTCOCTOCA^ 

TAGGCATTCATAGCAOXATCAG^^ 

AAACTATCAAGCAGATACTCAG^^ 

[C.T] 

AQGCCATXXATrTT^ATOCXrTGAA I C 1 1 IAACXTOLI IGI IAAGI I IGIUU IAGAGAA 

TTCAAGCTTnAAAGCrAOWVTOGrrc 

AAATCTACCGCGGAOOCnGGAOC^ 

AAGGCACCOCTQ30GAGGAAATCTOVVGTGCAT^ 

AAGCAGTTAGAGCGG0QG1 nGGGCAAOCTOOOCAATAGTACTTCGGl I I ICJLIGI I GAGA 
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52042 



52139 



53089 



53117 



53434 



55431 



(VVTAGTCAG^GOCTC^^ 

TOXATOXTG^TCTrTAAOL 1 UL I HS1 1AA6I I IfclUC l lACAG^TTCAAGCTCTAA 
AGCTACAA A l Gb l ICI I CA AATGCATCQXAGA TCGAGrc 

[c.n ___ 
GGcajrraGGCAAC^ 

G\CAGGACTAGCTO(yVTTTC 
ACKXATOAOTTTAAAl^^ 
TAAAGAGAGCTGACT^^ 
ATOATOVCCTGflGAGCACAGQQO 

CTTZTTACA^NATTCAAGCTUrAAA^ 
GTUTATOOOVVATCrAam 
TTATCttTATCAAAGG^^ 
AGTTtAGCACG^AGCACTTACyVGCGQC^^ 

[T.C] 

(XXXAAGOCTAGCraGG^^ 

CTONCACXXXSAa^TGAQCTAC^^ 

AGGVOTAAAG^TAGCCAAT^^ 

OVOGATATAAAQOCAGGOGncrAGOGGGCAAGOQCrAOOC I C 1 1 IGUblAOCCrcOCTT 
TCTATOGGA GCfCIGI 1 1 1 CA CrCTATTAAATOTOCAACroCACAAAAAOCAAACX^AAA 

G61>W^GTCAATCnCAGAGftA C I GG OC I I GA GClCAGCTCTACAACrAAOCAGCTCnjTGG 

COCTTTOGAGAATTTT^^ 

AC j IO LI UJU G IO LI G CftQQCjr^ 

CTTAGTOCTCTO G I G GOCT A I 1 PQOTGCl 1 1 1 1 1 1 1 1 1 I LM 1 1 1 1 1 IA AGACAGGGTC 
TTOCTTCAAILI >O L» G ft«3CTOGATTOWO^ 

[A,C] 

GOGTOCAAGTAGCT^^ K» 

A ATC1 I L I I 1 1 1 III IAG I IUL1 ILCIAGOCnOraGAGI 1 1 I UiUtX TTATCTATAT 

AAGAAGGA C1 lUil l<X jOO*GGGMaG^ 

ATOHXXAAA^GCTGWTC^^^ 

AACTCTAG^TATTTATO^ 

TOVGCrAGOOACA^^ 

AACCTCAGCTTRXrAOCAGraWKT^^ 

AAGGfcTTTAACA/VCATCT^^ 

C I 1 1 1 1 1 1 1 M ICI I I I I 1 1 I A AGACAGGGICI ICU IGfrAICI IGLII^GGCTOGATnC 
AAACTCOQQQQCrcAAGTWTCXrroCTT^^ 

[C.A] ^ 

TOOvocACTCTGoerocn ro cA Gnscro c jT ig a aiu iu i i i iuli iau iu li i u l ia 

QCrcrncrcACAGrrTTOQQQGTTATTnATAT^^ 

AQGATOGWOTAGAGrrACATAGCTOVQCTCACA 

ACAAACTTyVGCATTTCAOOCAT^ 

GCrTCACATACrereAC^^ I I IUJLILIUATTXJULI I IUL I ICI X3CCT 

GTOGCAG rocro GI PGftATCI I C I 1 1 1 I ULI lAfa l POCT nOCTA G CTCI rCTCACAGTTT 
TOGGGCTTATCrATATAAGAAGGA C I PGG1 IGULICA GGGAGAGAGGATGCAGTA GAGn* 
ACATAQCTOVOaX^^TOCTXX^ 
AOXATACTTTAQVCAAfl^^ 

CCTTCreAGATA C I I I KJULIC TOC AI I (JUL 1 1 IULI I C I OLUUJU*J U 1 1 1 I I II 
[-,T,C] 

I ICI ILI ILM 1 1 1 1 I I I III I M I A CTCTX^AAAACAAiQCrATATACAGAATAGrACAA 
AAACATACCTGrATAGrntyWaAGTAATTAT^ 

ATOCATGTTACTOCAAAAGACATCAOGTA I ICI 1 1 1 ICI ICI IAATTTTT1 ICI I 1 1 IC 
TnCTTTATTTTOQCXjCTTrrTCAGA^ I C I IGI ICI 1 1 1 1 1 1 LAS 

ACAGCAICiaaCTCTTnX^^ 

CTCAGGCTCCCAAGTGGTTCGGACT^ 

ATTGTTTTTAATAGAGCTAA^^ 

QQCTCAAGQ^TCCrrTTOOCTTCTOC^ 

[T,G] ^ 

ATACCCAOCCAAOVTAATTXZAATTATTTMTATT^ 
GGGATCTCjATGrrTCGGTC^TAAT^ 
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ACTTATTOAAAAAATTAATTAT^^ 

TCAAGATATTTTOOTATTOAOT 

AAATAAAATATMTAGGAAGCACTATAAAf^^ 



55905 AGCATAATCA/VG^TATTTTGCTATTC^^ AATCATCTAAA 
<y\TTAAAAAATAAAATATAATAG(^^ 
CAATACDVGCTCGCTIXXATOC^^ 
AGGCGGATOVCCTC^^ 

CTCTCOCAAAAATACAAAATAAGrrQQCj IblUjIUJI UZAJX&OTGTAAT&XACCTACT 

[C f T] 

GGGAGGGGGAGGCAGG^^ 

TCACAGCATTa^VCTU^ 

AAAOWVAAAO^CAOTAOCATTT^ 

ATTOVQCAAAATAQCnATAAG^TATATAA^ 

TAAAAGAAGCAAATAMTOSA^^ 

60567 TAAATATO^TTAAAAGCACAAACAA 
TAAAACCTCTCTGCTTCAAAGG^^ 
AGATAATTTTTTOCAAATC^^ 
CrraCAACTOVaCAATAAAAAG^^ 
TAGACAT7TOTCAAAGAAGACAW 



TOmt3CTOttTAGA9W^^ 
AAAGATCAACAATAAGAAAT^^ 
TOC*TOGGAATCTAAAAT^^ 
CEACATOGONGAGCAATTOA^ 



60751 CAACTCAGCAATAAAAAGACAACT AACACAATTTAAAAATGntjAAACGATnt^TAGA 
CATTTCTTOWVGAAGAC^^^ 
TTOGTCATTAGAGAAATCC^ 
GATOVACAATAACAAATCTTO^^ 
ATOGC^TCTAAAATGtnTX^ 



ATQQCACAGCAATTCTACTTTT AGCTlHATAOOCAAGACAATTAAAAAGATATATACAflG 

CCQQQCGCanQQCTO^QanCT^ 

GCTOVGGAGATOgVCttC^^ 

AAAAAATTAGCTCGGOGracnGG^ 

GCAGGAGAATCTOCTl^VVOOQGGCAGGOQG^ 



60755 TCAQCAATAAAAAGACAAGTAACACAATITAAAAA 
TCTTOVAAGAACACATATAAATCAOC^TC 
TOVTTAGQGAAATCGAAATAGAA^ 
AACAATAACAAATGTTOGCAAGTATTTra 
GAATCTAAAATOCjreCAGACACTITO 



CACAGCAATTCTACTTTT AGGTCT ATA00CAA£V\CAATTAAAAAGATATATACAGQ00C3G 
GCGCGGTOGCTO\AG0CTCTAATCX3CAG 
AGGAGATOGAOVOCATT^^ 



GAGAATCTttnGAAODOQGCAGC^^ 

63301 TCTTTACAGAACTTOQQCra^ 

TAGACTOGGrraxrrOCTXXACiO L IGIO 

AOGA U 1 1 I lUJULAfal » 111 1 1 A TCOGftAGAAGGAGAATAAGAATAGITCAATCAGQC 

CAQQOCTOTOVClT^axrT^ 

CTGAGCTCAGGAGrTOCAGAGC^^ 



TATCCTOGOCTGATATTl^^ 

TTTCAGTCAQG^QQLl 1 L I lUUA b l I IUU L 1 G I AGCrATTACCTTAGCCTTCCA'TTT 

CATTCTTCAOVCTACAG^TACTC^ 

ATTCTX5GCAAGTrAOTAATTO\ACTATGA^ 

AAGA GTXjI 1 1 I » M TCTCCTXXCrX3GTa 3 CXCAAC3^ 



64573 CCTCAOCACXICATTACrrTTrnST^ 

TTCTXIAACTO^GrAGATACCTOVTAGAA I IGUGI i laATATTAAGTCAXTTTAATCCTATC 



GGCTCAAI I IGlLIOQCAAAGrTX^TTTCTTOG^ 
GAAGTOGGACXXITOWGAGT^^ 



AATTV 




rAGTOXAQCTACrOOOGAGGCTCAGQCAG 
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TGQ OG1 IG» nOCAGTAGTGGGI PQG IA TAAAAGGAAGTCT1 
[T,A] 

COWtXATCTGATCGCCT^^ 
CTGGCTCCTTl^TCITGGACri^^ 

TTATAAATTAOOCAGTXrTCrocnA I ILIGI'FATOGCAGCAAAAAACAGACTGAGAGACTT 

AATATATATOW^TOAGACTC^^ 

TATOVTOVVTATO^TCATCATCA^ 

76462 GCTOQGU I P QGiTCA G G PG I RGCTCl I AI 1 1 nQQGAAACAAAGAAACOCPGGCjl I AC 
GGGCAOOCTOTTTACroCTATCACCro^^ 
ATATTGATOCAGATTTTTACATCAC30CAT^ 

ATCA CTCG1 rogl I LA CAGAAATAAGCAGGCTT AGTCTAAAATCCAGAGAAAAAGTTAAA 

AACAACTMTCAGACTAGAATTTAATC^^ 

[T,C] 

cixnrroc A ST G CTC A i mrrei i a amacaaatcaix^ag^c^ 

ATAAACTTTACi 1 C I lATATTTGGGLlGGI I ATTTOCATAAAGCACAGCAAGAATAATTAT 
f f ! 1CACACAGGU 1 1 IAAAATTX3GCTTTCATOGAALICICil I (JCACAAGGAATTTCAGA 
TAAGA GC1 1 1 IA AAGCTGAGQ0CAG0GATO GG1 1 IGlATCCTOWVTAQCrATCAGTTOG 

ctaa ai roaoa rci ig ^gstoo o wjATaacatog ggi i cjl i g ggoctattagaaag 



77652 TOCCATAGCKATTATAAAGCA I C I 1 1 lUAAAAa^TOAAAATAAGACAATTtnOCTGA 
ATCAOW\ATCTCrnT3GGTAATAACAGTOW^GOCA 

1 1 rOGAGCrrTACAATAACAACATAATAAl 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 RGAGAOGG 

OGOuujadjbirovGAO ^ 

CG.A] 

OOOGOCACrAOGCPOQGCrA Al INI fGTAI 1 1 i rA GTAGAGAOGGGGTTTCA CQGl 1 1 1 

AGOOGGGATOGTCTQaATOO CT GA OCIOGre ATOQGOQOGO 

TGGGATTAGAGGGCTGAGGCAGQGGG^ 

GCATATACTCAGACATTAGAATTTTAGAAAG^ 

TCATTAAMTATAAGCTCAAGAAGATTAAACAT^ 

77819 TTTTTTCAGAOOGACT^^ 

TGGGACTAGAGGQGQGGGC3CACTAOGG00GGCrAA1 1 1 1 1 FGTAI 1 1 1 IAGTAGAGAOQG 

GOTTTOV<XCTTTTAGCa3GGA^ 

GOCTCCCAAAOTGCKiGC^TTA^ 

[G,A f C f T] 

ATTAO^TK^TAGCATATA^^ 
ACATATCTATTTrrCATTAAMTAT^^ 

CAATtXXACArAACTAAACATUTOVgrrA A I (J L I G 1 I IA 0 LIUU 1 1 PGGATGCTQGAG 

GACXECTCTCTAGTATT^ 

GATTTTOGGAAGGCTCTTAAGrAGATTA^ 

79594 TAGGTTT AI 1 1 1 IUL I I UVGAAAATATTTGATCTAAG I GL I I A I 1 1 I I UC I A AGOCAA 
TTAATTAGAGL I C I ! 1 1 1 1 ATACAAACATCAGACATATTCCACATA^ 
CAGAGGATOGAGTAGTTCTAAGA I I I 1 1 (^TTCTOCAATCnjCTAATTAGATTACT 
TCAGGATOG^QCCCTTOVVGAa 

ATAGrTATAQCTGGAAGACAAAAACAGAI 1 1 IGAGAGGGATTTATOGCm^AATTCTT 

CT,C] 

GGCTTTCATCAGGAAAAGAGA Uj I M i ll iciaaaatgqggtcagiggigulicitogat 
TTTTTOCAGGGAGTOXAGGCCATO^ 

GAGAGGCAAGAGAAAATOGAGAAAAGTAATTCAGTTGACTG AAAA I L 1 1 1 1 1 CJL 

AGTOWVCAAGATCCAAGAAGA 

GATATTXAGnTTAATTAAGCTCAiL 1 I 1 1 lA OCATA b l GUU IATTTTAAAAAATOGT 

84331 ATTCACOWVV3AATCAAATOGGOC I G I IGAAGIGI I (^TCTAGTTnTAAGGGAAAATTT 
TTOXCACTGAATAAATTTTAAGAAGGCACJT^^ ATATTTGATTATATC 
CTCTTA GIGL I I ATTCAATAGAGACATAAATCTCTAA I 1 1 I I A AT AI I I GGIA TAGAAGT 
AGGTTGAMTOCACAGrAATTCACAGAAACI I GIG CAAQG G I I I IGI I I IU M III I I I 
CTTTCTTTTTTTTTTTTTTTT^ 

[A.T] 

GrAGGATCAGCTOGGOTttC^^ 

TCAGGC I OC I GAGTAGCTGGGATTACAGGCATCAGCjCAAG I I 1 1 IGIA 

IN I lA GTAGAGAOGAGGTUT CIO C AIG I IG GCjCAGGLI G GI C I 1 G ATOCTGAGCTCAGG 
TCAICIGCC ll^COTCATXnm^VWTriiC I GQGATTACAGGTXjrGAGCX^AOCATCCXXE 
GGCAAGGIU 1 1 1 I ICI IGAAAATAIU rtACTCATATAAGCAGT* ATATOCAATATAAGG 
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86107 TCAAGACXAGCTTCAGrAGCAAAGTO 
GAAATATCACTtyVCTAAAATACA^ 
AAAATT7OT3QQCTCAAQOTGQGTGAT0QCTTC^ 

CAAOCTGGCAAAAOLI IGI 1 1 L I ACAAAAAGTACAAAAA TTAGGGAGGC ATCGra 
OVCUGIGGI ILIA QCTACrreGAAGATTCAGGroQGAAAl i IGU IGAGCCTGQGCTGr 
[C,T] 

GAGATCACAGTWGCTGAGATTCCA^ 

I \ | IUCAAAAAAAAAAAAAAAAAA/V QGGAAAAMTTAAATW 

CGTTTGGACTTAATATCAAACTCATTTCT 

I 1U.1 I I G CTAAGAAMTAGAGTAGrATACTA^ 

AOQGTCAKTACCAAG^CAGACAAI I TGI I G I U\TCATCAGTGTTAAACTOAMTTATT 

86175 ACTGACTAAAATACATATAATTTT^^ 
TOjGCTOVAGGraGC^^ 

CAAAA OG ICjI 1 1 CTAGAAfrAACTACAAAAATTAGC^^ 

GTTOVVQCTACrrQGAAGATTlS^QGTQQGAAAl I IGU IGAGCOGGGCTGTa^GATCA 
OyGTGAGCTGAGATTOCACCACTGCACTOCAGG^ 

AAAAAAAAAAAAAAAAAAGGCAAAAAATTAMTTATTACT^ 
CTTAATATGAAACTtATTTOAGAM 
CTAAGAAMTAGAGTAGTATAC^ 
CTACOVAGACAG^jCAATTTCT^ 

ATXnXSOCA^TOCIGAAGrrTATATACA C I 1 1 C rCTAATCTTTAATAATTCTAGAAAGGT 

87109 AAAAGATTAAAGATATCTATOCnTTTO 

TATO^QGTO>QCAAATATTOACrAg^ 
GOT AGGCACTATACTOWW^AACrAAAMTAAAATTTTTCT^ 
ATOGAATAAATACAAATATAACTTAOCA^ i IU 1 1 

TAOVGGATOQCTA SG1 lUUa OATOGQGATGAI M IU M IGUGQOCAATAGTCaG 
[C,T] ^ 

GTCTTOVCAGAOCTAI I PGG1 IGlUdGAAAACAGCTGTOGTGGGIGUGUGI TGGATTT 
GTTGQGCTCATCTOCAGI IU 1 1 I GIA AGGTAAGGA U IGb l II M IIA 1GI IGU 1 1 1 1 
AAAAACTOTT/^TAGCrTAAAGTTTTA 

TOLICJLI » I I LA TTrrTTAAAACnTAAGCAATA TCACTTAT AA ATCCA 
TAQGVQCAAATCAGAGCnGAGAATTTOVVTQL I II 1 1 1 I IU I G I AA7GGCTAAGACTT 

89444 ACTT ATCTAATCTACrAOCr frGlTTGTT AACAAAACAGA GATAG AAAGCAA I G 1 1 1 1 IC A 
AATTT1 1 1 1 C^ exyVGTGAGGAATAAAAATTATCACA^ 

GlXTCTCTTTCTOACCOCr AAGTCAAACAAAATTTATTCAAACCAAAATTIXXTTACT 
ACATTnAATATTOOXTATATTCTATTAAA 1 1 ICJbl IATTTAGCTR5CT^TCAAAGGCT 
ACIGAAACnGAGAGCAAGATAG^^ 

CA.T] 

AGTGGCAGGTOGAI 1 1 1 MOJUA GCTOGA G I I UGULI l UG ftG GAAAACCTTCTOCA 

ACAACTTAQCnCAATCACAOCJCATGTOXI I L ICI GAATCCTTTTTCCAGATA7GATTGG 

TATraSACAGOCTrACK^T^ 

AAO^TCTCTTAGreVA^ 

CCATTIATAAAGCTCATATACTTC^ 

90535 II M I I M I I II lA AATAGAGATOQ Gbl \ I IG CT AIGI I G OCAGAL I GG fCTCAAQOCAT 
CUULIGUU IGQOCACXXIAAAGTTjrTOQC^TrACAQG 
AGGAOCAGATTTTTAATATTTCn^ 
TCrTOQCTAAAOWVGAGR»V^^ 
TTGGGAAAGCXTACttAGTGATTC^^ 
[G,A,T,C] 

TAGfrGGGfrGAftQGGG^^ 

TAGAjGTTCCTTATO\Tr^^ 

ATTATTAACXZAACTTTAATXiTTACriTOAA 

TTTTOVAAAAACrnAACTAGrrTTATTOCr^ 

TATGATCCTTTATCTTCCT^^ 

91163 GCCTTAGAGCTTAGAAACTOGGA 

GTCAGAATATCAI I 1U IGI IGIU IGCAOVyTACTCAGAAlCACrtaCAGrACAGGGOGAA 
GG1 I G G I CT A GAG0QC1TAGQQCAGGAAAAACAGGGACA 
TOCTWCATAACXrrroQGGAAAAAATATAAMTC 

GGTAAGT ACCTGGAAAAACTOCA7GAAATMTTAGATTTW I MM 

[T,A] _ 

AAAAAATGTTTCATTCAGACr AGb I 1 1 1 IGbl I IGI I AATTGAATCACTGnGATTTTAC 
CXTTXXTOQCAa^ACCrrT^^ 
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GGTrATrTrrOVCATATrCAGATT^ 

CTSAGI I 1 1 I O 0CTCT AI 1 1 nSGI I M l ITTTTTTnTn lUil IAACTTTTACTTCTAG 

93488 CTACATCCTCAITTCfrT^^ 

AAGGTAAG1 I I OC I G GAATATAG A 1 C I G 1 1 G I G ACAGGA TTAAO TTAlQCATXXlAACCnC 
TTTlCATAQCrnaUTAGT^AG 

AAAI rCTTTTTOTTTTTncrrm rOCAOCAGOCTCl PCI lAAGTnQCrCAQQCTQG 

CTTOVVGCAAGOCTOCrcC^ 

[A,-] _ 

AAAAAAAAA1 IC I CI 1 1 GCTACTAOCACATCAAlCACAi^^ 

TTGCTAATACTAGACATrr^^ 

TTATATATTTATAATTTOTAAATTMTTTCACA^ 

AAAGCy^GTAAAGCAGATAAAATAAATATTAGCT^ 

TATTCTTAATAGAGAOGrTAAGT^^ 

96065 QCATAAAAATOQGAGTTATTTTMTC^^ 

AAATTTTC<W^GGAGAAAGATAATAQOCATTTOGAAA^ I GG 1 1 1 IAAAAAGTTTCATAG 
CATTOGAGrnOGGOCTPGAGGATCAGAI 1 1 1 G I G I ACAAATCTGATCTriGATCAACrAG 
Q&ACTAACTTACCAGTTTAUId I C 1 1 1 GAAGATTC^GAAATACAATGGAG I W1TCTCATT 
GCTATCTTAAAAATTCrAAGATCTrATTAGA 

[T,C] 

ATCLl IGLI I ICA AAGTGAGGTTOGflGGTTTCAICI I C I CGTAGrTGAOGTTTCAAAAAG 
AA^^TTAGATTGOCroG^GAAGCTAAATTTA LA, 1 I ICM I l A GQQCrTOOCAOTAAA 
A I L I MM 1 AGAAGGATACAMTCTTATAGATC^^ 
AAa^TTOCTAGTAGCAQCroCAT^^ 

1 1 1 I GI 1 1 I G I 1 1 rOGG A ATG 1 1 1 1 1 I GI 1 1 I GI M I GM I I GU MG I 1 1 MGH 1 1 

96351 TCAGAGAGAATATCTAIG C I IGLI I ICA AAGTCAGCTTOG^^ 

TOVaJTTTC A/WS/V G AA GAATT/^^ HUM IAS 

GCCrnOOCACTTAAAAILI 1 1 1 1 1 A GAAGGATAl^AATCTT ATAGATC AATTTAGOTGAG 

GOcrAAcmoAAAAAa^Trocr^ 

TTTOQCTGAGA GI IG I I I IGI 1 1 IG I 1 1 I C 1 G GA A I C I I I I 1 1 IG I II I GI 1 1 IGM I »G 

[C, T,G,A] 

1 1 I G I I 1 1 IG I 1 1 1 CGI Ull ll l PGA GACGGAGTC1 IGLI C TG ICI CGCAGGCTGGAGr 

CXTTCAAGCTOOCrAGTAGCraGG^ 

TCTATTTTTAGTAGAGACAGQGTTr^^ 

CTCAGCTWTOCAOOCATaT^^ 

96701 CAGGCTXSGAGTOCAGTOCnt^^ 

TG AI ICIULIGULICAAGCKXETAGTAGCTO 

ACTTAAI I I 1 1 1 G I A TTTTTAGTAGAGACAGO G I i I IGU CACATreGOCAGGCreSTOOC 
GAACTOCTGACOtAGGTGATO^GQCATCrro 

GTG^GOGAOCACGGCIGGCaCIGULil I I C I 1 1 1 1 1 1 1 1 II I I 1 1 1 1 1 M 1 1 MCII 1 1 1 

[T,C,A] 

A(X^iaLICIGACTTXTOOVrrTA^CI I rCAGGAGCATAAACTOg I GUI 1 1 I UGL 
CTACCTXXACATCALICXICCI I AG 1 1 I C I I IGCICACTTCI I C I I I I lUDCAiCTCACOC 
CTO^ATATCAGC ATC I CCTAGQGG I G I UJ QCPG A I C I 1 1 1 fCTGC ATCIATFDWCFGG 
TOCTTTTTVTGCAGTCTT^^ 
AATTCTXSGTOCAGAOCrTTTOOCTCAAT^ 

96879 GOGAACTCCTCTCCT^^ 

GFGTGAGQONGCAOGQClGQCXnOQGGI I ICI 1 1 1 1 1 1 1 1 1 1 1 M 11 1 1 1 1 1 1 1 ILI 1 1 
TTAALiGGCICCICTGACrO!ITOCATT^ I GG I 1 1 IC 

TOCCrAOCTOCACATCACia^lCCI I AG 1 1 I CI I I GUCACI ICI ICI 1 1 1 ICCCACPGA 
OOOCTGAATATCAGCATCrCCTA GU U L I IGlCfl GCTC A l U I 1 1 I C I (JLATCTATTCTAC 

[T,-] 

G GPQG1 I I CA TTXAGTCTOTAAGrnCATAO^ 
ATMTTOGGTtXAGAO^^ 
ACrTAACATOTXACnGGGTAAC^^ 
GCTCTTl^TCITAGGOCrr^ 

GOVATTOTGGOCrTTOKnTCATC I CI ICI I 

97648 I l(JLI ICrCIG COXGCGGA G I I I G I fCTCTA TGAAGAAGQCAGAGGCAl ICI I ICIAAA 
CATAAGTOVCICroCT O VGAATCCrrOV\I GGLI IUjCATTTCXXTAAGAGTAAAAACCA 
ATATCCTTAGAGTCACCTACAAGGTtCT 
TOCATCGCTUTCCCrnGCXIO 
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!> 1 3 



GACTA 
[G,T] 




rAT7CACAAAC303CroCrA 



97814 



98430 



1D1268 



103881 



103926 



TA UOU rrTCTTTTTI I b I A GCACTTAATACrnTTAACATTAlCTO^ 
ATTCTACTTATTCCTTACTATOOOTATA^ 
GGOTA^QGATCTATmATTT^^ 
CACreGGTOCTOVAATATTTCT 
ACrerATAAGrMTCTTO\TT^^ 

TAOCTXITOOC^¥dCrTOCA>(JL^ ILIUZCATTOQULI 1 1 IA 

ATOGGQGTIACTOGACTAiC3CTCCTTC 

AOVAAOOGCraTACTALICJLI I MC I I I I I I I G 1 A GGAClTAATACrr TCTAAC ATTAT 

CTATTTTACnxnTTATTGT^^ 

ATCTAAACACCACAAGQCnAAG^TOA 

[A,G] 

TCTUACTTTGATGCTATAATT*^^ I ATT 

AATATTTATTOVATACrTATTOW^ 

GAGTAAOCAGrMTOCTCTra 

GAMTTTTAAGATAAATAGAAGAAAI I ICrGGrOCCTCAAGTAALIGIGICnCAGTAOC 
QeOGAAAAATOOWVG^GTCroGAfalGblblGI 1 1 AAGAATAGGATOGAGG ATGCAGA 
AOCATAAOCAGQCXrTOVQGTCroCATAGL 1 1 IGGTCGAGCATTGAGCATAGGGCC I CG I G 
AG^TAACTWAAATOCCAAATATC^ 
C30GftAGVaGACAGTGftGAAT^ 

[C,T] 

GGCATGAAATQCTCTATOTDCAATC^ I C I CATCT 

CTCPOOCCTGCrACTCAGATTGAAAATCA^ 
AQCATATOVTTQQOTCAAATTTCAG^ 
GAAG^TGACTXyOOVTATTGAAATXITCTAAAATA 

AACTQOCTTATAA G I GG G 1 1 GAGTTPCTGGCAGATAGrMTTCtyL I G I I CTC AAAA G AAA 

CnGTAGTOOAACTCTAAGG*^ 
TO\TOCTATCAGGAAGGGTCTTTA^ 
ATCTGTTAACXrTOVG^ 

TATCCCTATCATTATATCnCTOGL I C 1 1 I IGCGOUUCICU I GGGCAGCTTACTTCTA 
ATTAGAAAGTrTATATTCXirrCAT^ 

[A,G] 

CAO*AATTO»M9CTinATAA 

CTGT A IC 1 C I G l A TOCATGrTAAATTCAACTGATGL I INI 1GAAGTAAAATGCTAAGAA 
CAGTX3GCAACATCTAGTXnTC^G^ 

TOCMTO GrSIGG I TGMMCCACAGG] I ILI 1 1 1 AGACAAATACAACATTTATTTOOC 

GaTncrrnTwrrAAGATm 

ATOGTAAGAGATOOTAAGAGAl^^ 

ATAGTAAGTAO V I O C I I I G9GT AAAGQenAGTATAAGGTACTTTGAAGCnAGAAAAATAA 
GACAGCTnTTATTGCDCrTQQG 

TCAAGAGTTOGA1 1 1 1 1 1 1 ATTXAACrTATTTTTAATTGATCTATTAT^ 
TATCAAAAATXaVVAATCTXrrnGCATA L I I IGC1 GIA GGAOQGAATC A I IdMIM ILI I C 

[A,G] 

TATACTGCATTAATCrcrTTTCACACT 

AGGAA»WWWGAQGriTAATOGACrrA^ 

ATOCTT3GAAGATOGAGGAGGATOVW3^ 

GTGCAGGGQV^CTGCXCTTrATAAAAOCArcAGA 

AGAATAGCACAAGAAAAAOnUTXXXJC^^ 

CTCATTOAAAAflCTCATAGTAACT^^ 

AAGCHACAAAAATAAGAOVQCTnCT AT^ 1 JuiA 

AGTCTCTAAGGQCAATOVAG^GTTGGAI I II 1 1 1 ATOCAAC rrATTT TTMTTGATGTAT 
TATTAAAAATCTOCATATCAAAAATGAAAATCTCr^ 

C A 1 IG1 1 1 M ICI I XZATATACTGCATTAA ICIGI 1 1 1 CA CACTX5CTAATAAAGACTTACC 
[C,T] 

GAG^XAGCTAATTTAGG^AGAAAA^ 

GTAGGCTrX^OVCTT^TOGroGAA^ 

CAQGCAGGGG^ATXrnGCAGQQGAACTOOCCTT^^ 

TTATTCACTXTnCAOGftG^TAGCACAAG^AA 

A0CAGCTTGCTO0CA7GATATGTO 
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107845 aol i icicrocrroxcTTKrrarrALi 1 1 1 iuia ga ttttttt t^tcat^ 

I I MU I G I H M I I C rA QCnTnCTAAOGTOCATTTA 1 1 I 1ULI IL AGATCTCAA GftT 

cracTGCMTTrovcn^^ 

AGGCAGTATTOVOCAGCATTOTCT^ 
ACTTCrTTACTOVmATOQQ^^ 
[ C,T] 

IGI 11 1 I 1U 1 1 I C AAMTATAATATACTAGCATAGGAACrTCACA^ 

TTATACTAAGGTAGACCAAG I I IGIULIGIGI I CLAAATTATACTTAGGCAAAAATAAAT 
ATrrAT/^TMTTGMTAGTAGnTTT AGAMTCATTOVTCGATTACTCAGGGGTXXS^ 
ATTATOCCTCTAATXnAQQOCCCAAACTTCT 

109010 AGGTTTAAACXTTAAATAATAG^AAT^ 
ATCTGAAATAACrTAAAGGTATCG^ 

GTAAAATAATO0GCAG I GC 1 1 IGIGULI ICiaJLAU.IU.IGLI ICCAGA AGAAQG QQST 

ACATAO^TATCAGTOQGATTTA^ 

ATAATATXCT^ 

AAQK A I G I mUTI lA TATCCTOCrrACTOn^^ 

TTCCTGACLI IGICJL1 1 1 IIAGGATTTTCTCA GAGGAC AATTCTTA GLI ICJL IGI IGA7T 
(XTCAAGGSTTAA1 IGLI 1 1 1 1 PCTO0CAGATA1 1 IOLI IGCTAGGCTCTrcAGOOCTtA 

GAGcrcrrciT^TrAirc 

109623 CCTrCTGAGGCACTTOO^^ 

AAAGCAGfUrc^TAGTSGTTGQCnQG 1 1 ILICI <JL I GAAATAAAATTCCTAGATAAGAA 

GfrQCTCTATATTOGA GGGC 1 1 1 ^TTTTAOQGAA/WWVAGAAAACTACCTATAT 

ACATAATCTTTTTAAAAATXIACnAATtnTO 

CTAACnTMTOOCTOGGATAOCT 

[G,A,C,T] 

TTAAATACTCCAGGCAGAAAAGC^CGAATAC^ 

GAGAAGTOVCATTO\TAAATA^ 

GAGGflGrTATTTAATTXSGGAGA^ 

(^TCrAMWACTTMTATAGTA^ 

TAGGAATTTATOVO^TAAAAAATTAAA 



110188 TAAAAACTAAGAAAAGTTACTQCTTOQ^^ 

CACAAATTTOOXAAACAAOOCTAATGVQG I G I IGLIUJLrAAATOCntyVVQCaA^ 
AACCAATCTCTACTCTTTGAGAC^^ 

ACTAGAGnOVTAATTTCACTOCAAAGAOV 1 1 ILI 1 1 UUL rAOCATGOCAAGGCCATOG 
ATTO0GAGTOGAAAGAA G1 1 1 I C I CIC I GCf O OTA GGCTCCCrrAATCXAGAGTAC^ 

[A.T.CG] 

GGCntXATTTTCTTAIOUTOCTO 

ACTXnATAATTACDVGACAAAACrAAAOVTAT^ 

A/QGTRXAG^TOCnQGATTX^ 

CAATAAAAAAAGAG I GOOCTOOQCAGCATAGTCAGATOQCATCTCT 
ATATTAGCTCAGCATTOCAO 

H1006 AAAAATAAAMTAAATAAAAATTAGCra^^ 
CXTAGGGGCTTCAGGTOGC^^ 
AGQGAGfrCCQCATCTCAAAA^ 
AGGCTOGGCTCACTGGCTTATCGC^ 
A l IGLI I G I GCTCAQGAGTTTrAGATCAGCCTT3GOT^ 

[C,T,A] 

AAOVAOVNCAACAGGAGACTATACT^ 
TAGAGAA G1 1 l ac n VlG T A GAGCATTCAAA^ 
GCATTTAGATTCTATTOCTTATTAT^ 
ATATACATAGGTTAOnTXAAATACTAG^ 

GATAGGSGTATCnyVGGA GG I G I IGGbl I U NGnCTCCAOGGATACSCAAGAGACrAATCr 

1112 23 CTTTCftGAGGOCAAGGTOGGAGGAI IGG1GIGLILAQGAGTTTTAG ATCAG 0CTQGGTA 

TTTCroGGGATtXrAGTTTCT^ 

AAATOCAGAATAATOVTTTACA^ 

AGOTTAATTAAACTATACAGGAGG^^ 

[A,G] 

TATAGQGGACTTT^TCATCCATAGAT^ 
CAOiGATACCAAGAGACrAATtrr^^ 
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AATAAGAATAAGAAAAGGfrGCAGT^^ 

ACAGTQGAAGGAAAGCTGATCTAGGOCr^^ 

AACAAATTAC^TTTATOQCTO^ 

ATOAGAGATTAATTAAACTA^ 

CATTTTATATAGQGGACTTGATCATOCAT^ 

AGTTCPDCACGGATACOVVGAGAlCTAATGrr^ 

ACTCTGAAATAAGAATAAQWVVGGAGCAGTTO 

AATCATAACAGTOGAAGGAAAGCTGATCT^ 

[T f C] 

GGTAAAAAGAMTTAGATTTATOG^^ 
ATTMTAAAAAAAGACTGAACATCATGCCTTC^ 
AGACTITOQCAAAOTAQCACrrTA^^ 
TTAGAAGAAAGCHAGAATTTTCATOGAAGG 

AAAAATTAGGAAGCTCAATAAGAACTAATOGGCTAA 1 1 IU I RSI I IU I ICAAAAATCA 



CAAGTTACOXaGATOO^^ 

TAAGAAGAAGCTCTATTAGG1 IU IGIGI I (XTATAAAGAAATACCTGAGG003GATGAT 

TTATAAAGAAAAG^QCnTTAATTOGCT^OGATTO 

OOVQCATCTOCTOVSTTTrcroGnnGAG 

AGTGGAAGGOGCAGGTCacrr^^ 

[T,C] 

ACTCTTAACXXAATOCTAGTGAACACAAGGAAT^ ATCACCAAGQGAATCGT 

GCTAAGCX^CrrCTGATX^T^^ 

TXCAACATTOGGAATOVCATrnCAAC^ 

TOU^VNGCCTATCTTAGGCreGGC 

GQC3CXVVGQCAGQCAGATO\TTTCA^ 

AAGCXrATTXTAGGCTOG^^ 

GAGGOWaGCAGATCATTTCAQGTC^^ 

CXrATCTCTACTAAAAATACAAAA^ 

GCTOCroGGGAGGCTGAflGCAGGAAGCTOCI IGAAGQCinGGGCAGAGGrTOGAGTGftA 
CTGAGATTCTOOGftGreCA^ 

[G,-] 

AGAAGCXTATATTAAACnATAAAATTT^^ 

ATrrerTO^crnasAOATrrr^ 

AGGATA I G 1 1 C I GAGAAATOCATCCrTAGGCAATGTCA I IGI I G 1 l£AAACATCATAG4G 
TCTACrTAGACAAOOCrAGATCGn^ 

Gaoocr A T TC ar r r ^ 

TAAAAATTTAAATAAACTAACAGATTAA^ 

TTTTGATAACrrcnGAAATATC^ 

ATTAOCT AAAAATCCTAGTXyVTTTATTTTCTAT^ 

TAAAATGOVGGGTTATTTAAACTGGCATC^ 

TCTAQGACATTTTACrAAATCnt^TOTATC 

[-,A t 7l 

1 1GI M IG1 I I G I A ATCCflQGCW^ATT AAAAAAAAAAAAAAA G AAGrA GAAATA 
TITAAAGAATTTTTAGAGrTAGAAAtGl 1 1 1 LAAAATTAGGTTCTTTAAACXATTAGCGA 

1 UU ILL I IUG AA UU I C I H H I L I G C30CTTTOGrAGCTA7GAAATAATCR3CATT 
CCAGAAA U IU UN ICJLCAGKJL1 1 I I I CA TTaTCITAAGA GTGQG ATCCATC 
TACACXIATGGAAAOQCATOTAAT^ K3CTSI 1 IAAAAAAACAAACAA 

AAAaTTTOVTTClTCA^^ 

ACAGAMTrATTTA^GC3CACTAAA^ 

TrrcTATTTTAAGATGAAGTCrA^ 

ATCTAAATCGAAG L 1 Gb 1 1 1 IGbl I CCT AATTCGTO AGGAGATTTTACT AAAl 1 1 ifaAT 
CTTATCTAAATT^TOCTATCrcATAGATOGAlL I G 1 1 IGI 1 1 IGI I IGIAATCCAGGGAAA 

[-,T] 

TAAAAAAAAAAAAAAACAAGTAGAAATAAAGGCXm^ 

GTTTTrAAAATTAGGTTOT^ 

TCTGGGCirTGGTAGCTATG^ 

TTTTOOGTXnTAACAGreGCATO^ 

AATOGAAA/C^TCTGCTCTTTAAAAAAACAAAGAAG 

AOCTTTCATTCTTOV^^ 
AGAAATTATTTAGAGOCACrAAATAATT^^ 
TCTATTTTAAGATGAAGTCTACTTTAAA^ 
CTAAATCCAAGCTGCnTTTTXTrTGCT 
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TATCTAAATWITaCrATinCATAC^TOG^ I G I I IGI 1 1 IGI I I G I AATCCAGGGAAATT 

[A,T] 

AAAAAftAAAAAAAACAAGTAEWVT^^ 

TTTOWVATTAGGTTCTTT^^ ILLI I LIGAALIL I ILI 1 I 1 1 IL 

IGLOJ I I U enyVGCTATGAAATAATCroCATTXX>GAA^ I fCl 1 1 II ICJULAOTOCriT 
TTCATCTUTAACAGTGCC^^ 

TGGAAAG fr l L I GLIG I I lAAAAAAA GV^ACAAOGAATCAOQCATCQCTC 

115964 GTAGAGGGGTTCITTTOCTCAGTT^ 

AGTOOACTOGPOOCTGGGO LIGI 1 1 1 1GCQL1GU 1 1 UL I GGeCTCTTjTATACXXaCiCr 
TTCTTAQCACrrnnAGTTC^^ 

ttali nrcn i(j<w^rrcrccAX7rAATCQG0Li rcrm i a aactatcactcxxxaaa 

GOTATATAGTOAA L 1 I G I G 1 GC AOCAGrATTTTATCATATTTATTTAA 
[A f C] 

AGTTTACATAAAAG^TATTAAACAA/^^ 
AOCATCAAGGCATOGGGAAAT^^ 

A UL I 1 1 I I CA TTAATOGCATO L 1 1GL I I IGCAGGTGTGTAOCACCACreGACrTC^ 
TTTCTCTAMTAAAGTXyVTTTOQQGTKXX. I ILIGI IGAGC^TTTXTOATOGTGAAAGC 
ATTTGGn^TGAG^AGCnGfl^GTnCTAATQ^ I G I ICJUI IGGCTTTATTOGAGCTOCTT 



118100 GVGGTQQCTCfiJXsCACfTrAOGAAOO 
GAGAGCAGTOTaGOCttA^^ 
GGOC^GGTOGmaC^CACCrerM^ 

a^OVQCGAAAODOCATCrOWVTA^ 

[-,A,G] 

COOCTTCTAGnGA^^ 

C I IL I 1 1 LA AAATAOCroWSCATTTO^CXrrrATT A I I U I I I l A AGGATTACAA AGTAG 

AGDVGGGGGGAAATAATAAAGCACTAATAAAGAATAATA^^ 

CTTAGTTTOVTAAAAAAAAAGATCOCn 

QOCTCTTAI rTTTCn IG I lijb AGACAG(nTCATTTT<WCCrAA0 L I U3 l GI ILILA QG 

119631 CTAQOTMTAAAGOTACAAAGATAGATT^^ 
TCTAAGQVGKnAAATC^^ 
GOGATATTTAGGAGGATTAT^^ 
TMTA/CHTTTC^AASAG^^ 
AAAAlXXAAAATGfiGMGVGTT^ 
[A,G] 

TOgGCACrAT ATGQ5K3G1 ITjTATTTOGTGQGAAAI I IGLI IGCAGACTTOGAGAACTCA 

G^CXAATCn7TT5GTCTa5^^ 

ATCCTOVCnaQCTATCTATOGaX^ 

TCTUTOOCAAACACTCTTCTAA^ 

120833 CAQCCira»¥GTAGOX3G^^ 
TTTTAGTAGAGATOVGGmt^^ 

GnsATa^cracAoaoGAOC^ 

GGGCrTAAAAATOCrrTTAAAAATCAAAACTA^ 1 1 1 1 1 1 ILAAATCTTTT 

CATCAAAATTATCACAQQVCAAGTT^ 

[r.c] 

ATAACATTGCAGAGAAGCAAATOCATTTCAT^^ 

ACCATATTCA G PGTGG1 I I LI I ILILI I IGGCCTATAGA7GAAACATCTAAATCAAAGAT 
TTOVVGATC AAAAAAft TAAAGft GGl IGI I L I LA TCTGGATTCGQGTTCAC rnGAGG AGTTG 
GfrOGAUGULl 1 1 GGCCQC^TTGQWGATTATCTOQL I GG 1 G I GAAGAAQCTTTATCTAC 
AGGTACTTTTTTAOVOCrrTTTTOOOCT^ 

121125 TTX^VAGCXTATAACATTOCA^ 

AGTTTTTCTAOCATATTCAta I G I GG I 1 ILI I ILILI I I GL^CTATAGATGAAACATCTAA 
ATT^AAGATTTONAGATC AA AA AM TAAAG ^ 1 1 G I I C I CATTrrGCATTCGQGTCACTT 
CAGGAGTTGGAOGACIGLICI 1 1 GGQOQGATTOCAGATTATGTGGCTG G 
TTTATOACAGGTACTTTTTTACAlC^ 1 1 1 1 1 1 (jGOCrATCAAAMTTACTCTCATCAGOC 

[A,G] 

ATGTCTOkTTAAATCTACrrAO^TOCrrAM I IU M 1 1 II I ILI 1 1 111 1 1 1 I LI I I I I 

GAGATOG^GrrroSCTXnTATT^^ 

GCAACCTTX>XCCrtX]CGQGTTCAA^ 

TTACAGGCSCnGTOCCACOVGAOCAGQGrAAT^ 

TCTCCAIG I I G UIC A QG L I GG I LI IGA ACroCTGACCTO^GGTGATCTXXPOQCXinQQQC 
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121245 ATCAAAGATTTOV^GATCAAAAAAATAAAGAGG I Kil ICICATCTGCATTCGGGTCAGTT 
QVGGAGTTGGAOGfl OG C l C 1 1 1 G GQCGGATTOCAGATTA l"G 1 GCCTGCj 1 (a I GAAGAAGG 
TTTATCTACAQCT ACTTTTTT ACAOL I 1111 1 OO OCTATCAAAAA TTACTOOVTCACCC 
AATCTCTOXTTAMTCTACTT ACATGCTTAAA 1 ICI I II II I MCI I ICjLI I I MCI 1 1 1 

TCAGATOGAGrnascTcm^ 

[C,T] 

GGAACCTOIAjGCTtlXDG^ 

TTACAGQOCTtrnaOCACCACA^ 

TCTOCATCTTOCTOVGC^^ 

CTOQCAAAGTGGCTTAAATTOTCTAT^^ 

TATAGGCAGTTTTTOVAGG^^ 
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121521 TOCAATOGCAjOGAT 



otctdct 



GQCrrAGOCTnXAQOTAQCTXSGG^ 

GTAI 1 1 1 1 1 rAgTAGAGATGGQGl I PCFQGATCI VGGTCfi GG CQQGTG Hj AACTOCTGA 

GCTOVGGTGATCTCXEOGCCTOG^ 

GAAATATTTPCr/^CAAOVTAA 

[G,A] 

TTTOGCTTTTAAACaTCAGA 

ACTOCAOC>W^0CAGAATCGnTTCATGCAI IGLI 1 1 1 ICIATCAAGAAIW 1 1 1 1 IGGT 
CTA G I 1 C 1 CATAjCnCATCTQCACa^ 1 1 IU»I lb 

TCTCTGTCAC1 1 1 1CA GU ICI I lAOGGAAATTOQCTCCIUjlCal 1 1 lUiGGTCAGCAT 
AAAGAAATCCTMTTOCAAGATCATTC 



GCATtWVCTAAGKXyVGCttCr AAGGAGATGGAAAGGGAGTGGQGAGATAGGCAGGGGGAA 

AAOVGGGATGAGAGTt^^ 

AAGflGGCTGAAAGCnTTTCATTCAAT^ 

AATOCTTTCTACAGCTGCAGAAAATra^ 

AACTTTCFQCAAATOG I G GCTG l G GAAGGAA5GTAAAGGCAAGCCAQVAGGGGGQGTCT 

[C f T] 

AGCTTTTGAGGATTAAGCCT^ 

GOCTTtjAAAAAGAQCTTaAAATTTOGACACAGGAAAATW 

AAGTTAACnXXATTMTTCAC^ 

ATCTTX3CAGAGAATGAACTAAGGGCTCrA^ 

CCTTTAAG^GAAGGTACXATTT^ 

TCCTTOGCnTTCKjAAGGAA^ 

TTAAGCOTJTOAATTATATTAT^ 

AGCHGAMTTTGGACACAGGAAMTG^^ 

ATTAATTGACTTOVAGTAATAAO^^ 

ATCAACTAAGGGCTCTACAT^ 

[G,A] 

AGCTAOCATTCTTATTTOCACr^^ 
CTGTGG GTGTCrereiGTA TAE^Gg^^ 

AGAAQGAAGreVAGAGAGnQGTA A I fa l GCIOLI 1 1 1 A AAAATGTA TTTATTC TATCATC 
ATCACI 1 1 1, 1 U^ACTTCACTCTQGACATDC^ jg l RCTCTA G 

TCTCAAQQ^VQCCCTCTAATOGACATTTAT^ 



124858 TTCTTATTTOTVCTTACy^^ 
GTXZTCKjTCTATAC^GCTPOCAOQ 

GTGAAGAGAGnGGTMlCTlXTGCI 1 1 1 AAAAATCTATTTATTCTATtiATG^TCACnT 

GTCAGTACTTCACnnGGACATt^^ 

GAGCOCTCTAATOGACATTr^^ 

ACATOCTOOCTGAGrTOT^^ 
AaXAAGAAGATOGQGAAAGTGGC^^ 

AGACAGAGQCTTCAAAGGCAQGATCAAGAGA CI I IGLI I I A AGAGTAGTOGATTTTOQOC 
GGQOGCAGroGTTCAl0QOCTOTAA<XC3CAG 

125920 TACSOCTAGATAGGQCAGAlCAGA^ 

CTGTTTCCAGT AATTTACAAAAGAAAATATAGGCTTTOCT^ 
GC^GTTACACAGCAGTAAGTTA^ 

AAAGTTTAG0CACAATOX3GCI IC1U I AGGCOTATCTAATTTTTOCATCCAAATOT^ 

[A,T] 

AGAAGGCTGAGAAGGAGAAAGAAAGOOCTT^^ 

CA03GA<ro*ccrrcTG^ 
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<^TGCTxxyoonTtxxTrATTOvc rAco a: i cr ocn xrrmT 

COCCAACATCOCAAACACAO^jICjICjbl 1 1 I ICA TTCTTOGLICI lUUUU GCAGTTC 
ACTXXAGCTCTXXCVGT^ 

GOTAACeeA7GCA3GA7XX^^ IIIIICICCITT 
TTCATCGCTTCCTIGQCGCAAGATOO^^ I 11 1 lU^TCT 

Tocrocroc^Gnwc^^ 
CTornx3Ccrrnx3GCCCATxr 

[A,G] 

TTCATTXiGTCGTTjTUrrTTCrcA^ 

ggggctgtgacaactc^^ 

GCTAGAAOVCTGGTGAOVCAGACAGACr^ 



TGATCflGfrGCXnTOCTACT^ 

ATCC A1G I 1 IU<JLATO*GGC*GAAGTGAGACT 

GACTmntnGAttacttcnas^^ iiagaagaatogagc 

ll 1 I IUL1 1 lAbl I IblCA TOQGOCAGCAGMCrCnGTTC 
TAGOO^GAQGnOGAA^GTCTOGAGACTTTATAT 

[G,T] 

GQCrAAACrrrAGGAAaTTOVVTTACA 
TGC/VGCTCATTCTTTOCTU^ 

ATTTCFOCAGCA ATOCTCFO G I lA GATAGAAATGGGAAAA GTAAG flGGAAAAGGAATCr 
1 1 1GI I C I C ATGTGCATACACTAACrCArAGAAGCnTAATAl I I L 1 ATAGOCTCTACTAT 
TATAAOVACTATTATATATTTATGATAT^^ 

TTTATOOGTrTATCrnGTAGATAGAATAA 

GTTOGAO3CAGreQaO^a30CTATAAT^^ 

TGTTTGAGGGCECXsAGTTOVAGAATO^ 

AAAATAAAAAATTAQOQQQQCATAGTQQCATCTCCCAGC^ 

AQC^TCACrnG^QCCCAQGAGOTTCAGGC^ 

[C f A] 

C^QCiCTXaGGCAAOVAASTGA^VCaLICjl 1 1 CAAAAATAAAAMTTOGQGTTTATOACTT A 
GATTTTCAATAAAAATTACT ACrrAAATCTTTAGL 1 U. I FG1 IAATTTCAAAGGCTTTTC 
TACATmGATrrATCTTTAAAlULI 1 I 1 1 G 1 C 1'CAATAAATCGGAA GTATC AGGAAGT 
CrTTTTACTTGCTOVAGOTCAT^ 
G1 PG I lt£ AAlQattX*GQCTC^^ 

AAACTGAGACCTGTTTCAAAAATAAAAAATTCGQG 

MTTACTACTTAAAlCTTTACiLIGLI IU I AATTTCAAAQ3CTTT1 0AGATTT TGATTT 
ATCTTTAA AiUU \ 1 1 1 b I CrCAATAAATCGGAAGTATCAGGAAG i C 1 1 i I IAGTTOCT 
CAAGGTCATAGAGAGCTTAGAAOra^^ 

TGCCAGQCPOTAQQ00CAACAATTACTXIAOCACTA I IG1GUGICATOG 

[C,A] 

AGTTG<^TTOG^GAAAAGGATATTTAAC^ 
1 IG1 )U I I i U AAATOCTACrrxrreAAGTCXTAGGC^^ 

I I II 1 1 1U I MC I M I M I 1 1 l l^ GAGGGAGTCTCACACTTjftJGOOCAGGCTGGAGTGC 
AGTGQQQQGATCTraGCTOOGCAAGCTXDCG^ 

TO^GCCTaDGAGTAACTGQGAC^^ 1 1 1 1 1 II 

GTOVTOQOVGnGCATTGGAQVAAAGGATATTTAACTGG 

GQGAG A1 1 1 IGI ICI 1 1 1 (^ VAATGCTAGTCTGAAGTGCTAGGCTTA 1 1 1 1 lUVAATCOQC 

AACTC3GTATT X.1 1 1 ICI I I 111 1 1 1 1 I 1 1 1 Ib AGAGGGAGTOCACACTGTOGCGGAGGC 

TOGAGTCCAGTGQGC3a^TCTX3QGCrcAC^ 

CTCCTGCOOMGaCTOC^^ 

[-,T] 

I I I I 1 1 I 1 1 I I M I I GIA 1 I 1 1 I AGrAGAGAOQGQGTTTCAOOCnGTTAGOCAGGATGAT 

CnGATCTtXnGAGCTOGTGATa^ 

GGTGAGOACCGOQCa^^ 

AAGAa^TAGTTTAGTTGAT^ 

AAAAC^ACTAAGOCAATATCAAACAGITT^ 

GCTTXTTGCCCCCGTGGG0CATGGTTC3CAG 1UGICII I IU3GC ACAT 

TAACeTTTCXXTVGOCTt^^ 

ATAAAGTTGTTATGAGGATO^O^ 
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TOGCACTTXXTTAAACACTAAAT^ 

[C,T] 

TOVTOCTTTTAAAAAI 1 1 1 1 ILIGLICAGTAGTCAATTTjTTC^iI 1 1 1 101 PG1 Ibl VGI 

TCrrcrrcrTcnTC^^ 

ATOXTCTOGGCTCACTOCAA^ 

TGCOGAGTAGCTTXa^^ Mill 1G1ATTTT 



/ 506511 



132895 CAGCCTGG&VGGGAA^^ 

GOCICTAATOXAGCACTTTCGG^ 

AO I I G I U jIGL I IbUUUAGTCa^GCT/O^ 
GAAGCTGGGAAGOGGAGCTTl^^ 

[G.A] 

ACAGAGACAGACTOCAGCfOMWNAQ\ATftCCT IMM IAAILI I GICU CTTAATOGAAA 

TATTT^GAAAATCTCTAGGGGA^^ 

AAAATCAAAGTKXAJGMXC^ 

GTXXTAAGCAICjI ICiCATCGTAAl IGIGA£AI I IUJ l(XI(^3GAGQ9GAGCTGAOCTTC 

TanuTmntrrASGTAC^ 

133506 1U I lObbbOOCTCAl I C ^ LIblC al G CLI CA TCAIUiblLILI IGjATOGATCCTTCATTT 
OGATTATOGCTCOGATA GQC I I HGAG1 l UalG OOCAGGMCTOOCCAAGC^TnS 

G*TTTcraaa»vTC 

ATAATCATTCTayyOTAGrrATATT^^ 
CTOOVTTTATATCTAAAACATA^ 

[G.A] _ 

TCOCXTACTGCTAACATT^ 

AGAGraocmTaxrAC^^ 

GGCBGGAAGATOGCT^^ 

TATOCTACAAAAAATAAAAAATAAAAAMT^^ 

TOXAGATOGACAGGAGGCI^^ 

135473 ACACCAO^VCACAGGAAC^ 

ATCATAGTATTAGAGOVG^^ 
GCnCTGATTTOW^TAGAAAACT^^ 
AGAATCGATGTAGACATTTTTAT^^ 
TTTAACMTCTO^GATAGATA^ 

[G.A] 

GTTTTATAGTATA^GTTATAAO^GnT AAAAACAGrAAGATAACTTTTAAAACCATCAGr 

CXDOC^TATAGAATCGCA^^ 

AAAOCTTAGTCTATTTOCAAAAT^ 

TTAAAATTTTTCTTAATTTTCAATTATW 

136201 GACAAAAOOOCATCTCTAGAAAAAATATAAA/^^ 
TAGTOGCAGCrAC^^ 
CroCATCAGOCATGATTATOCTACOQCACTtt 
TrAAAAAAAAAAAAAOCTCTACCrrTCr^^ 
CAGAGGAOCTACTTTATCAGAA^ 

[A.G] 

GGTTTATATTTOVGATOUTTT^ 

AATCA6T0G G I QCSCTCAJCrAGACCCXDGACAGAGOCACAC I Ibl ICIUJLI IUjICAC 
AG C1 n I ICCC i ICICAGQC^ACI IOjIGACAAACTOQQCT^^ 

ACoascroGAGixxcrooocrr^^ 

ATAGTAAGAAGCAAAGAGAGATTAGTAAAAGCACrGGAAA 

137080 TOCHATATCAAAACATCICT^ 

AAAGCAGCTTTOGAAACTCTGAATGAT^^ 

GGCTATACreAAAGGGTTOCAbl I 1GU 1AQGACTGGAAATA1 I MO M IGTTA ATCAIG 
1C1 ICA b l rCre GrAO CTCrei I I IAU I ill 1 A TC L I U I IG GAAACTnTTGCAAAAT 
TTAAGCCTOQCmOTVGATAATAa^^ 
[A,C] 

II ILUGUGI I AAATAAGCTATGATATTAAGATA TTCrcACTRXTTOCAGTCTCAAGOG 

CCCTXXAGG^GGATCCnSAGLIbl I LAGAAATCATTTAAGTTTAJCAGUb I RG1 IUXTTT 

GCGTTTCOVOTSOGrr^^ 

AACnnAAGAATAAAGTAAAATAGAATT^^ 
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138022 QfiAfiQCTCTCAGrrr&^^ 

TTAG*AAAAGAft£VVCAll I I UU U ATCCCTAAMTTATCCTTTACT ACTTGAQGCCTT 

TAAAAGrrAGTOCTTTTt^Tn^^ 

TGCAOCTTACOVCTTCrAATAGTXrrcATO 

TCTGGATC b l I I I I I 1 GCAGGWWWVATCTACATTTTC 

[T f C] 

CTTATTATAAQGTTTAGAAMTGATTTCATT^ 

cmcTOVTrrrTCAGA*^^ 

ATTATAAATCTTAATTTTCGCTX^^ 
GAGGCTCAGGAGGGAAGATTCC^^ 

OVAGATCCrGTOCTACT AAAAATAA AA/WWX AATTAGGOCAAGCATAGFGGCTXATCC 



138543 GAOCAGCCTQQQCAACATAGCAAGATOG^ 
OQNAGCATAGTOQCTCATCCjCTOT 
ACrnSAGOOCAGAAGnOVAGAOCAGCTTO 
AAATTTAAAAATTAGOCaGGCAT^^ 
G^aCTAGraGAAGCA^ 

[A.T] 

ACTCTAGOCrenOVACTXaAGCAGAAC^ 

AAATCTTAAAI fTTCTTI l A AOTTTTAGCACAGACKXXOCAAAAjC^^ 

TTTTAC*GAA/CTAATT^^ 

TlCTTTTXAAAATTrQGCTGAT^ 

CrrcGTTAGTTTOiATATTAAAAGA^ 

138681 AA^VGCAGCTTOGCT^ 

GGCATT^TOGTOCCXAOCTGrAGCOC^ 

Crn^GCCTAAGAGATOGAGQCrGCAGTPGAGCTO 

TCAGCAGAAOXTtnCTOTAAAAG^^ 

TTAAGrTTTAGWO^GACTOOOCTCAAAACAGLI I I I (JUULAATTTTACAGAAAGTAATT 

[C,T,G,A] 

AAAMTGAAAAnTTACTCTtr^^ 
GATTTTAGQVAAAAAGTCATOVTCTGAAACTAA 

TAAAACAGCACTGACAAGTATATATAA I ICjIATATTAAA 

CTTCACATATCTAGTTTTCAGITTA^ 

AAGTTCTAT7GI>^TAGACTCATAOQGAGAA 
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